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cass*) wan* 

««««« Mm- 'J ,J "* ,J ^ B ^ 7 -* 
f- .its* > m s*®t 5 / wok. m>Tisutt8W7u 

1 ffiKW^Fl 1 


^1 0-3 1 3 3 6 6 

i «** 71 «... ««m»t— 


S$5£ 10 — 313366 


r^M2 3] 1, 3. 5. 7 

[0 0 0 1] 

3 ffi$E#^ 11-308530 


$#-q2 10-313366 


[0 0 0 2] 

, ttttSS«^T?*ft^i:«^b*»K^* (K. Y-o.id.fe J: 

Y. Nishimune (1998) £ B*t««#* .511-521) „ 
[0 0 0 3] 

^T-*#W*bTVx*. fgfctf^fflT^*^^**** (testis ACE 
) it ttiJ vVTVhWxn** (J.H. Kregee>(1995) Nature 375, 146-1 
48; C R Esther JrP> (1996) Lab. Invest. 74, 953-965) 

mim*****!***^*"*-****™** (J - R ' Hagamane " 1998 

Proc Natl. Acad. Sci. USA 95: 2552-2557) , 

»* 4 (pc4) %u m(D jvi,T*hw****imv<*r+* (». 

ay<b (1997) Proc. Natl. Acad. Sci. USA 94, 6842-6846) . 
[0 0 0 4] 

i-r^mm***^*** weft*) 

T*^ (P.M. Saling (1981) Proc. Natl. Acad. Sci. USA 78, 6231-6235; D.A 
Benaufe.fctf B.T. Storey (1987) Biol. Reprod. 36, 282-292; D.Y. Liu** 
H W. Baker (1993) Biol. Reprod. 48 , 340-348) . 
^.j^>7T5y-ty^7-WWn^ (acrosin) tfd 
©MftJBoT*^*****.^* (C.R. Brown (1983) J. Reprod. Fertil. 
69, 289-295; H. Krealing* (1991) Genomes 11, 828-834; U. Kle.& (' 
0) Differentiation 42, 160-166) . Lfrb*©^ f79h79^ 

4 ffitiE^ 5 ^ 1 J- 


4f 5p 10-31336 


t'MfOift^Tot^SIt^^ntV^ (T. Baba^ (1994) J. Bi 
ol. Chem. 269, 31845-31849; I.M. Adham*, (1997) Mol. Reprod. Dev. 46, 37 
0-376) . ^-YT'ttT^I^S/^ (spermosin) ilV^ci 7 5 U — "fe U 

^^n^T-if^^T'^L/T^y (H. Sawadae>(1984) J. Biol. Chem. 259 

, 2900-2904) , -©^^^^©stt&^^w^Bas-rs^ii^ww 

LTV^ (H. Sawada£> (1996) Biochem. Biophys. Res. Commun. 222, 499-504 

-fe U >^a-T-T— eT?*'*TESPl, TESP2©cDNA3^^n- — (N. Kohno 
£> (1998) Biochem. Biophys. Res. Commun. 245, 658-665) „ L^L, Z.<DM 

[0 0 0 5] 
[0 0 0 6] 

ah'J7 , '»775y-* 1 J>7 ,D T7-^( rjespec PRO-lj M TTespec PR 
0-2j ) (D±7t~zfyV~^^ y>f7ls-2± (0RF) £^tfcDNA&*D-->^L 
$ P> tc r tl h 3t-g^-©Jffl«tC § «^JC o T »«f b - 
[0 0 0 7] 

iMStlk TTespec PRO-lj (Testis specific expressed serine proteinase 
-1)1*3 2 17^;i5:3-Kt5i:fi®$^ *<D^MT$. y|ftffi#ltt hU 7 
J/>775'J-fe , J>7'nf7-^f-7Tf&S TTrypsin-Hisj £ J: l"Try 


5 


ffiSE^ 5 ! 1 1 1-3085301 
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[0 0 0 8] 

TTespec PR0-2J B:3 1 97$;SSa- Kt4^«Sn, r T ry P si 
n-Hisj ?gtt»ffi€:«fi?UTV%fe. TTrypsin-Serj ?Sffi«ffiJCO VxTtt 1 275 

;iiU&S ; Ef-7^ 27^;i*^f-7i:lWj:5^ ffi©SE» h U ^ 

Tespec PR0-2J tt:7n^T-1*fc bT*g|f|gT S r Tes P ec PR0-2j 

ir;7* y ^^/<;l/T'lSv^^BI^'^^^^i"®E^I5t'fe^•^* ; ^ : & i± ^ 
[0 0 0 9] 

TTespec PR0-2J JC«, H^V^fclC Tjespec PR0-2J <Dm*W$.t r Tesp 
ec PRO-lj ©ft^fi«^4^^^>fi/V^T'fV7*-A« { #ft^fe. 

""Tespec PR0-2J JCtt«* ^> ^7>f V 7 * - A# 

##-T£tf. fTespec PR0-2J ^©T-fV 7* -2*l£*V^RF#W**-f . 
f7-ffc3-KbT^ofe. TTespec PRO-lj fcitf rjespec PR0-2J ft 

[0 0 10] 

*#§^#e3«, TTespec PR0-2j ©SfifcBBW&SJC. RT-PCR&tf 

RACES J§V*T, TTespec PR0-2J ©cDNA©* a — — >^&ffofc. -tllCj: 

*Jlft#£*lfcfc b TTespec PR0-2J ilT^T. TTespec PR0-2j t£«Bfc I/"*;!/, T 

Eh TTespec PR0-2J tefg 8SSfi#tC3- KS*lTV*<&£ iltfWB bfc. 
[0011] 

*»I!9f&ttSe»C, V?* TTespec PRO-lj <D^$?@E#J fcSlC, RT-PCR&tf 

6 ffiSE^^ 1 1-3085301 


4#3p. 10 — 31336 

RACE^^^T. H b ITespec PR0-3J tfKDNA© # □ — — > tflZ&ty Lt=.„ t.fc. 
TTespec PR0-3j tf># # rjespec PR0-3J ©cDNA 

[0 0 12] 

TTespec PRO-lj £3- Z>M®% ?U - ^ il Ltc^V X J — If > y h 

fflX'&t&ftmZ&nZfttefr-ofco ^ICRT-PCRlCiSM*^*', rjespec 
PRO-lj <Dmm*f&ftnmX'#nK^Zh*m®Ltc. 0 r T es P ec PR0-1 

teMffi* TTespec PR0-2J T't^o £l d 3. rjespec PRO-lj £. |S|8l©#g3=gA 

r^e>*Hli rjespec PRO-lj fjespec PRO 

-2j W^O^Mb-^^^^W^^^ <^**> JCW^bTV%SdfcS^lft 

[0013] 
[0 0 14] 


miiE^^ 2 - 11-3085301 


ijf 5£ 10 — 3 1 3366 

a^ich^t^ jwmn^^x i ^ I, < armors. jmtfK^ #a 

A"**, 

(3) 1B^'J##: 6lcsa«©73 7M*J)*&fc**>>**K* 
J: fcMfi©"7 S J mi^ * SflMft C <fc *J «#S *i&7 S ^ S&SBW & l J 

A"* ft, 

(5) i2^J#-^: 1 0fcflB*©7Sy BftK^fc *fc»S&* 
AfcJ:tf/*fcttte©7S yiMfrSftfer* ;ifcfB#l**e>fc 

#>A?«, 

(6) b»d#* : i izmmcD&mmm^tezw^^* x**dna# 

(9) 7tC8B*©ia3SIBI»J^&<fc*DNAi:A>f^y 4f-fX-rSDNA«« 

8 ffill#¥ 11-3085301 


4f5p. 10 — 31336 


(i i) (i) - do) (D^rnmzum<D^y^^m.(Dm^^^ 

(12) (1)~(10) (Jr)V^1 ^ ^l*^^CfB«©^>>'^ 0 ^^^ffi®^^ l;^i: ^ 

(13) (1) - (12) ©VA-ftl^JCffi^Of^^^R* 3 - F-T&DNA, 

(14) (13) K:^©DNA##A3ftfc'<* # - , 

(15) (13) lc8B*©DNA&»^tBK:«#«^R<K*fi^ 

(16) (15) Kl|B«©^ft«**«:««'r*3:efc*tr, (1) ~ (1 0 

d7) (i)~(io) <D^?tifrK§zm<D*y^?'ftc>^**? 
(b) ^^>7^K©^^c^-rs^D^T-if?stt^m-rsx^ 

(1 8) (17) ci«©*tti:j:ywa*i^^ (D ~ (1 0) <Z)v ' ir 
(19) (i)-(io) (Dv^Ttl^^cfa«©^>>'^R®^$:Pfl«i-^ J ft 

(a) *ftW©#*T«*>***K < 18 > tcSH*C0SK5:^M$ii:^X 
J: UP 
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(20) (i 9) \zmm<D7>mK*v&M2ti?2>. (i) ~ (i o) ©vn-t 

(2 1) (1) ~ (10) <D^T*i3WcSE«©#:w\ 0 ?KK:^i-£*5tti^ 

(2 2) (2 i) icfa«<z>*fi#fc. (i) ~ (i o) ©v^-r*i^»cga«©*> 

[0 0 15] 

^/^JtlCMftS TTespec PRO-lj £ifr£t£ tlfeV^X # U<D7 ^ 7 

®@E#!£ie7lI## : 2 IC, TTespec PR0-2J V?X;i3<fctftl h # > 

A^^©T^^m@B^J^^^^^J*"^ : 4fc«i:tf6lC, £fc TTespec PRO-3 

: 8fcJ:tfl OtC^U **ie>©# >^*K&:3- Ft" ScDNAaaSKTafc-tn 

[0 0 16] 

^^©^^^^St^*^* TTespec PRO-lj M TTespec PR0-2J tt. 
[0 0 17] 

#f§IE©#>^*SKte^X TTespec PRO-lj Zl/KVR. r 


1 0 


ajK4#¥ 1 1-3085301 


4$ 5p 10 — 3133 



I 

Tespec PR0-2J # >A;j7ft. Kb TTespec PR0-2J #:w\°#ft> Vtf^ TTespec 
PR0-3J Jfettth TTespec PR0-3J # ft h^fglftlClHl^fc 

rfMBWtc|^*j £t3u TTespec pro-u 

#>/N°#5C. TTespec PR0-2J #>/\°?ft, th TTespec PR0-2J # y J* 

TTespec PR0-3J £fc«t:f> TTespec PR0-3J # 

T-if^E^ — 7 ( TTrypsin-His (PROSITE PS00134) J „ TTrypsin-Ser (PRO 
SITE PS00135) J ) &&Zf/%r=.lZ*tl£M®l<fcmPS*m-fZ>Z. H'P. 

TTespec PRO-1 J TTespec PR0-2J kh TTesp 

ec PR0-2J #>A?ft. TTespec PR0-3J #>A#0C, t>L<ttt:b r Te 

spec PR0-3J $>A?n<DT$ Jmmmt^ffim&tf&b&2>Z.£ (|&*) . 

[0 0 18] 

#JJBLfc3P&#lllft^i£?§& (Kramer, W. and Fritz, H. J. Methods in Enz 
ymol. (1987) 154, 350-367) ^PCRIC J: SSPfltfSJiWSEMMSS/:*-?' A (GIBCO- 
BRL*±) . Kunkelgg (Methods Enzymol. 85 , 2763-2766(1988)) fc^/ft d t 
f)"T*£Z> 0 Zltl^O^SlCj: »J> gB^J##:2, 4, 6, 8 * fcte 1 0 IC^S *l 

[0 0 19] 

flf§75 ygtOfifltlt, BB#l#-£ : 2. 4, 6, 8 * tclt 1 0 IZB £ 
7 ^ ^ MB#! £ & 3 # > © £ L o Z> P& y # lz M m tt & 

K#J## : 2, 4. 6, 8 1 0 tf) ^-T*l2MC:*£ *l£ T ^ >/ ^IH^J^ 


1 1 


mfE^sp 11-3085301 


^ 10-313366 


i o<tot<e>t ^ j mrfKikisf-*^ m?m^- 2, 4. 6, 8*^1*10© 

-if: 2, 4, 6, 8 0©V^*l)&*tCa*S*lS7^ JWMWO)! 3U£ 2 

#£L<1*> 2*»±3 0««T, J:»J«F*t<tt2««±10««T 

KM**: 2* 4. 6, 8*fcttl OCn*S*lfcTS;«B0a*&fc 
£ * yrt * n<D L/ 5 £ »; #K:«IISttfc 
[0 0 2 0] 

9Ktf*<D&#&tQm&*m&+&Zllltt^Ktoe>toT^& (Mark, D. F. et 
al., Proc. Natl. Acad. Sci. USA (1984) 81, 5662-5666 „ Zoller, M. J. & 

Smith, M. Nucleic Acids Research (1982) 10, 6487-6500 % Wang, A. et al., 
Science 224, 1431-1433 , Dalbadie-McFar land, G. et al., Proc. Natl. Aca 

d. Sci. USA (1982) 79, 6409-6413) „ 
[0 0 2 1] 

yrt99t£.m<D'<'7*F£. b fc © & * . Bfr& * > ^° * * l*A3&fi9JC If 

#92. tf* WKtbTtt, FLAG (Hopp, T. P. et al., B i oTechno 1 ogy (1 
988) 6, 1204-1210) , 6<@©His (t^f^» & fe*6XHis, lOXHis. 

jy^/UZLl/Vmmm (HA) . t hc-myctf)®T#, VSV-GP©Wrtf, Pl8HIVtf)»T# 
. T7-tag, HSV-tag, E-tag N SV40T#U§C lck tag, a -tubul in<D%\ft, B- 


ffiSE#¥ 11-3085301 


4$^ 10 — 3133 


tag. Protein Ctf)i0T#^ "T -£lZ4kftlT*$>Z>'< X* 1 K#f£M $ *l3 0 
^ItLTit Mx.iiGST (iOl/# • S • , HA (-4 y 

-7;i3L>vmMM) , >f^;^n^'j>€tm 0 -2f^ * h mbp 

"T £ DN A £ 14 £ •£ t=. t) © & ffi V * £ £ & X' % Z> . 
[0 0 2 2] 

Sfc, ^m#lCi:oT}i, fl»g* , P»S/\>f ^'J if >f ^ - S/ s (Samb 
rook, J et al ., Molecular Cloning 2nd ed. 9. 47-9. 58, Cold Spring Harbor Lab. 
press, 1989) SrfflV^T, i:Sa#fg^©# Jt £ n - K"T SDNA (B2#l#-& : 

1, 3, 5, 7 il 9 ICSB«©DNA) * tt-£©-§I5 £«&C. ;i*l£*g|f!M£(JD 

tcH^fc*>rc**#-£**i&. ;wxy x^&dna £>jme-*- 

X#&£f £#-e^s 0 s u h3&*#j iili, iiit. f42 

•C, 2xSSC, 0.1% SDSj IST'feU, #£L<tt r50"C, 2xSSC, 0.1% SDSj Mfe 
££lC#£l/<{i 2xSSC, 0.1% SDSj ilt'feS. dtl^GD^ 

f^tcfc^T, ffllK&JiWSSJCiSfv^HttSr^-rsDNA&Wscii:^^*. 
[0 0 2 3] 

M^'J ^>fXSfl!ftc «fc U#b*ifcDNA#n- K-TS*>^*KfcJ\ IE 

c HS^ffiHttj £ WU 'Pft < H =b60%J£U:CD*BlTO, ft*, h < mo%u±<Dffi 

feJi-f-. dt^A^JCOfflimtt&StJt'tStCtt, (Wilbur, W. J. and Lipman 

, D. J. Proc. Natl. Acad. Sci. USA (1983) 80, 726-730) IZ^,M<DT JV^V 
XAKLfc#xJ£J:^o 
[0 0 2 4] 


11-3085301 


10-313366 


J:V*. Wbfrt=.Z>^?Utfm?m-% : 2, 4, 6, 8 * £te 1 0 fC§E«tf>T ^ 
[0 0 2 5] 

##§t!l?<E>#>A^fC&. ^m<D&yrt?K£ls~C. ^fcatte^ffi&ttffi&fllJi 

[0 0 2 6] 
[0 0 2 7] 

^;i/Xfrf$J'7°n ^E* - # — /XWN^U" — (human cytomegalovirus immediate ea 
rly promoter/enhancer) -5 3 £ £„ 

[0 0 2 8] 

40 (SV40) »fl!)9>f^7^n J E-*-/x>;\>t- J ?>i: hxn>^-J/3>7 


ffilE4t¥ 11-3085301 
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[0 0 2 9] 

swo7u : z-Z-/3Ly;\y*y--&®im-tZ>mi!!, Muiiigan£>©#& 

(Nature (1979) 277, 108) , £ HEF1 a zfU ^E- # fc^M 
Mizushima£©#& (Nucleic Acids Res. (1990) 18, 5322) lC$E;t 

[0 0 3 0] 

IliiMi:bT{t SV40, ^'Jt-v?>f^, t-tV ^>r;i/;*, 

D-V^>f;i/^ (BPV) ^©fi&<Z>=ktf)£MV^;i £3bT*%2>. ££>IC. «±<H 
H&^^Jt^riKr-RiSMiOfett, ^^-^^ # — itMlR^— 3j — £. tt, T^y 
3i/ Khr7>*7;c^-1£ (APH) aUg^, ^^>=5r^— if (TK) itfc^ 

. ^j©e=¥-y->^>^T— >^^^u (Eco gP t) 

^\ Knliift»7C»3)S (dhfr) at^^&^tfifc^-CSS. 

[0 0 3 1] 

T'tS. Mx.fc£:7n ; E-#-£LTfcJu lacZ^n=E-# araB^D *E — # - £ 
#tf-5Z:£:#^£ 0 lacZ^n^E-^-^^M-rS^, Ward^>(D^ (Nature 
(1098) 341, 544-546 ; FASEB J. (1992) 6, 2422-2427) , araB^D *E - # - £ 
fcm^-Z>m&. Better e>©#& (Science (1988) 240, 1041-1043) Ct£;tl£<l: 

[0 0 3 2] 

S pelB^^;i/@H^(J (Lei, S. P. et al J. Bacterid. (1987) 169, 
4379) SrftMtntfJ:^. 
[0 0 3 3] 

^^-ilbTH #Jx.&. V-l JVXK? TpAdexLcwj ^l/hni>>f;i/ 

X^**- TpZIPneoj e>*l5„ £ fePffLKf^ffi^^^^K * # - % 


aiffi#¥ 11-3085301 


10 — 31336 6^^ 
MiL&pEF, PCDM8, m&fflm&moftm^? #I;LtfpBacPAK8, m®)&&<D 

SV, pMV, P AdexLcw x V V U ft # # -„ tfpZIpneo, ^® 

Eij*©^^**-, MAJipNVii, sp-qoi % ^m^(Dmm^^^-. W*. 

tfpPL608, pKTH50, ±BM 9 # Mx.tfpQE. pGEAPP. pGEMEAPP 
, pMALp2, pREP4##tf 
[0 0 3 4] 

dt>7^^KSI3i©fc«>(3DS^*tt, in vitro£J:tfin vivo ©jg£3R# 
[0 0 3 5] 

5. i»JgtL/tH «fL^M, MTCtfCHO (J. Exp. Med. (1995) 108, 94 
5) „ COS, ^XO-x\ BHK (baby hamster kidney) , HeLa, Vero, M£MW& 
, m%.lfT7 V2>y *tf^)VWM$lB& (Valle, et al., Nature (1981) 291, 35 
8-340) „ 3&€>miS&#fflJ^ M^-lisf9, sf21, Tn5#$U e>*lT V^„ CH0iM£ 
#K:DHFRat£^£^SbfcCH0$aj^T*&3dhfr-CH0 (Proc. Natl. Acad. 
Sci. USA (1980) 77, 4216-4220) ^CHO K-l (Proc. Natl. Acad. Sci. USA (1 
968) 60, 1275) + t#T*££. 

[0 0 3 6] 

=ffi*Mfl&£: LTtiU l^7t- ZAftl* (Nicotiana tabacum) fi^fcODi&fflflS 

IX-V y # □ ^ "fe X (Saccharomyces) M X. y^n^iZX-izUtfi/ir (S 
accharomyces cerevisiae) , Mx.(i7^^^^1/^M (Aspergillus) 

«, ' (Aspergillus niger) #fc&e>nTV^ 0 

[0 0 3 7] 

, *J®S (E. coli) , tem«#*BP>*iT^3. 


ffiM'EMF 11-3085301 


mW- 1 0-3 1 3 3 6^ 

[0 0 3 8] 

e>. mmmm~e&n<&Mx.iz. ^mmthx dmem. mem. rpmii64o. mmzmm 

tSlt^tS. *©IK. ^JteJEMf (FCS) «CDA»»*S:»ffltSii:* 

#&®S^30~40T;T^15~200f$|ig*?VV ^^IC/S D Tigife©3£^ ft 
[0 0 3 9] 

in vivo©jg£^£:LTtt. «H»S:«ffl'r*^* J ?>«*S:!eM"r** 
[0 0 4 0] 

m%mmm. g&&ffiv^g£&#&£. mm.mmmn 

LTli. "V^f, ti x y^\ V)^, i?£/£MV^Zli:;^££ (Vicki Glas 

er, SPECTRUM Biotechnology Applications, 1993) . Bf?L^l&^ £ V * £ 

^©^^J-ffAL/Ttt^at-e^i: LTHiSi-ec i©DNA*<#Aanfe»^Ji 

%j:VN (Ebert, K.M. et al., Bio/Technology (1994) 12, 699-702) „ 
[0 0 4 1 ] 

BWi:"rSDNA«:#ALfe^^3.D9>f;i/^S:*^3lCI«ifeS^ dtf>;*7^ 
ncD-ft^J: yMM©*>^^R*W* (Susumu, M. et al., Nature (1985) 315 


ffilE#¥ 11-3085301 


10 — 313366 

, 592-594) „ 

[0 0 4 2] 

# — &7 tfUAP-r V V A • V* 7 T is3L>* (Agrobacterium tumefaci 
ens) ODio^A^^U 7tC#A-T-5o ZO^f'J7l:*^3, ii«-3f 
r^"- 9rfiJJ* (Nicotiana tabacum) {C^^Sit, An (DM £ *J ffigOtf 
'J ^7*=f- K£#<2> (Julian, K.-C. Ma et al., Eur. J. Immunol. (1994) 24, 1 
31-138) „ 

[0 04 3] 

, fig*tt& a«f, *««iffi. sds-jKut^u 

[0044] 

7h^77-f- WMVW* Yf'yV^ -mi$m-fh*y,Z> (Strategies for Pro 
tein Purification and Characterization: A Laboratory Course Manual. Ed D 
aniel R. Marshak et al., Cold Spring Harbor Laboratory Press, 1996) 0 Z. 
*ie>©?av h^77Y-H tffi^D7f^77-f- MX-tfHPLC. FPLC^© 

[0 0 4 5] 


ffi£E#¥ 11-3085301 
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[0 0 4 6] 

^Ktt, *m®<D*y/*?niziig&?zmfazmzt~&<Dft&m£LT 
flunks. ^^Ktt, '>4<iti2r$;ia±c!)«fistb 

, #£L<te, 2 075 y»JKJtCDill*S:^'rs. * y/^ZMOUft'* 

o 

[0 0 4 7] 

x*&mtsnx^2>$-Mi. #»*as&ftffl'rtt«j:<. fa^i&^ns^©-??^ 

[0 0 4 8] 

t>Ji?n7h 7^7 4 is*tt^n7h^77-f-, d*;i/at5ft, 

Vh^97-f— , ®SSP^ 07 h V*?? 4 — ^i$mi-fbnZ> (Strategies for Pro 
tein Purification and Characterization: A Laboratory Course Manual. Ed D 
aniel R. Marshak et al., Cold Spring Harbor Laboratory Press, 1996) „ Z 
tl?>®^n7h^77^-tt, ^ffi^Dx'h^77>f-, 0ff*.tfHPLC FPLC^tf) 


1 9 


ffiSE#¥ 11-3085301 
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[0 0 4 9] 
[0 0 5 0] 

©DNA&, in vivo, in vitro T*#5§l£© # * R £$S3£-r& "T, M*. 

2fS£H:, ex viwjSTfftoTt, in vivoS£T?& o T % J: Vx 0 ^f&tB©'*? 
[0 0 5 1] 

#$8E©* 3- Y-t&tfJ ADNAX&cDNAte, ^!H#lCjS*n©/A>f 

[0 0 5 2] 

mh^r=.mkx\t.mm^^zfu--f n it, $ e>icy y A^>r u -^cdna 

9>f^9U-S:^^U-->y-r«ii:tcJ:»J, Hfc<5*tt. Mitt. NttffXttSI 

. Sambrook, J. et al., Molecular Cloning, Cold Spring Harbor Labor 

atory Press (1989)C|H*^:#i£CJ: y«l8LT%J^U rfrJigODNA 
y-&J§V*T*»J:V^ 
[0 0 5 3] 

»?>*lfccDNA©a[3£BI?aS:*3£'r6ii:JCJ:y. fW^- K-TSBIR 


ffiSE#¥ 1 1-3085301 


#3p 10 — 3133 



[0 0 5 4] 

£*7 — ^>®^>t>i£(Chirgwin,J. M. et al. f Biochemistry (1979) 18, 5294-5 
299) „ AGPC^ (Chomczynski, P. and Sacchi, N. , Anal. Biochem. (1987) 162 
, 156-159) ^iZ£*)±KM%:MMV, mRNA Purification Kit (Pharmacia)^ £ 
^JSLT£RNA^e>inRNA£5|i$g-r£ 0 £ QuickPrep mRNA Purification Kit ( 
Phar mac i a) rilled y mRM^W.^m^-t Z> Z\ £ £ 0 
[0 0 5 5] 

#e>^lfcmRNA^e>^^^^^§:flg^TcDNA§:^^-t-5 0 cDNAO-g-J&Wu AMV Re 
verse Transcriptase First-strand cDNA Synthesis Kit (^k-ffc^X^) 
ree»3^%T^-5 0 #W*n»C8B«3*lfc:7n--:7S:;gV*T. 5'-Ampli 

FINDER RACE Kit (Clontech§g) «fc tftf? U ;* 9 — £3IU!&jRJ£ (polymerase chain 
reaction ; PCR) £M V^fe5 , -RACES* (Frohman, M. A. et al., Proc. Natl. 
Acad. Sci. U.S.A. (1988) 85, 8998-9002 ; Belyavsky, A. et al., Nucleic A 
cids Res. (1989) 17, 2919-2932) tC^W cDNA J: tfiiMS £ 4t O Z. £. i$ 

[0 0 5 6] 
[0 0 5 7] 

V$&m$b^(Dffi\<^mF}$:WL8i?Z>Z£'tfT*gZ> (Grantham, R. et al., Nucelic 

Acids Research (1981) 9, r43-r74) . * fc, *^^<Z)DNA$: rfrgfcOD^f v V 


mi2E4#^ 11-3085301 


0 — 3 13366 

y (ATG) Xtf/Xtt*SF*&=l K> (TAA, TGAXteTAG) ©fttA^##lf 
[0 0 5 8] 

^A^e>1010&<D&»C^e>fc.5DNA, fB#I#-Sf : 3 ©&MB#RCfc VAT69&tf)i& 
gA;fr£>1025&<Z>&«C;fr£>&3DNA. IJ#I## : 5 ©i&M!#HCfc ^T73&09i& 
aA*^867^©f^*A^e,^^DNA, @B#|#-i§ : 7 ©i£S@B#HC V\T38&tf)i&« 
Afr*>1000&(Di&»A;fr£>fc£DNA, gE#!## : 9 ©i&*@E#J}C 33 V>T41&<Z>i&«A 
1096^©^»C^ &J&-6DNA & 
[0 0 5 9] 

*»9!<DDNAli*fe, S2?'J##: 1, 3, 5, 7 £ » 9 © V*r*ljWCgB«© 
[0 0 6 0] 

r^hu>^x>h^ftj hte. Jtflt, r42*C, 2xSSC, 0.1% SDSj int 
»y, *?;£L<« rsoiC, 2xSSC, 0.1% SDSj ean?&y, Se>JC«F*U<te T6 
5TC, 2xSSC, 0.1% SDSj garefc&. Zltl £<£>3M*MC*3V^T, SSfc-LlfS^tC 
lSv^RHt«:^-r«DNA«:#*ii:*«T?^S. 
[0 0 6 1] 

J:8E©/W^y #V X"r*DNAtt, Mx.tf^ffl3fctf>DNA (M*-fc£cDNAXli4V 
ADNA) T'feotiV^ ^8ft3fe©DNA©»^, «ilg^JC * K £ =3 - 

Ki-&DNAfc*ST**fc«>©£4&i:UTau fcK ^?x, 9 

T#$8i8© a- K-r&cDNAi:/s>r ^y *vx-r&mRNA#^ 

ffltf *3fe©cDNAS:MV^T*5Sfll!©DNAS:mj|t'tSii:*«T*^«. 
#I8JB©#>/\°?@£=I- K"T*DNAttcDNA^>yy ADNACDflfi. -£/£DNAT* 

[0 0 6 2] 


2 2 


ffiSEWsp 11-3085301 


m ¥ 10-3133 


[0 0 6 3] 

(trypsin) -^>dp^ h V (chymotrypsin) t±, # > A # ft<£>2*& fb i% ^ 

^ Kftl»<Z)S§#ft<Z>7 ^ F^^x^^;v^%^j|^-r § r i: tffti b*iT v> 

-5 (Farmer, D.A., et al., J Biol Chem. (1975) 250 , 7366-7371; del Casti 
Ho, L.M., et al., Biochim Biophys Acta. (1971) 235, 358-69) Q lot, 

[0 0 6 4] 
[0 0 6 5] 

. ^«ft^»fc£#*if 

[0 0 6 6] 

ft&UV;*^# h;b (R. J. Beynon and J. S. Bond, Proteolytic enzymes (1989 
) IRL press 25-55) *f>, HPLC (Maier M, et al. (1988) FEBS Lett. 232, 395- 


ffiU'NMF 11-3085301 


10-313366 


398, Gau W, et al. Adv Exp Med Biol. (1983) 156, 483-494) "TflfefflL, 
n t- T - if?gf£ £ m £ -t Z> Z- tL £ . 

[0 0 6 7] 

# % mmm z*mm<D*yjwn£mi$L. ^y^^^-h^^m^omt 

Srl^tS. MiH W.&nn<DlJ (MEC; Kawab 
ata S, et al. (1988) Eur. J. Biochem. 172, 17-25, AMC; Morita T, et al. 
(1977) J Biochem (Tokyo). 82, 1495-1498, AFC; Garrett JR, et al. (1985) 
Histochem. J. 17,805-817, & £?) 5:iAbTS§, «lfc3*f5r*<3JWr 

3 £ t> ^ -5 (R. J- Beynon and J. S. Bond, Proteolytic enzymes (1989 
) IRL press 25-55, Gossrau R, et al. (1984) Adv Exp Med Biol. 167, 191-2 
07, Yu JX, et al. (1994) J Biol Chem. 269, 18843-18848) . 
[0 0 6 8] 

h V ~S^JCj:<g>/\>r^;i/-^"^ h*? y y >nb«imX«%>Z> (Wrighton NC 
; Farrell FX; Chang R; Kashyap AK; Barbone FP; Mulcahy LS; Johnson DL; 

Barrett RW; Jolliffe LK; Dower WJ. , Small peptides as potent mimetics o 
f the protein hormone erythropoietin, Science (UNITED STATES) Jul 26 199 
6, 273 p458-64, Verdine GL. , The combinatorial chemistry of nature. Natu 
re (ENGLAND) Nov 7 1996, 384 pll-13, Hogan JC Jr., Directed combinatorial 

chemistry. Nature (ENGLAND) Nov 7 1996, 384 pl7-9) „ 
[0 0 6 9] 

±is** v--y^f^^mm^x. *%m<D*y^#n<n%m:tfmM2titi 
it. *mm<D$y^?n<Dmmniztt?z7uTT-iftt&zmw?&m&*:m 


ffi5E4#¥ 11-3085301 
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[0 0 7 0] 

m-r&x^ (c) n&nwm¥&&Tiz&^T&mist=.mi!ttii&mvT 

[0 0 7 1] 
[0 0 7 2] 

Beynon and J. S. Bond, Proteolytic enzymes (1989) IRL press 25-55; Maier 
M, et al. (1988) FEBS Lett. 232, 395-398; Gau W, et al. Adv Exp Med Bio 
1. (1983) 156, 483-494); Kawabata S, et al. (1988) Eur. J. Biochem. 172, 
17-25,; Morita T, et al. (1977) J Biochem (Tokyo). 82, 1495-1498; Garre 
tt JR, et al. (1985) Histochem. J. 17,805-817; Gossrau R, et al. (1984) 
Adv Exp Med Biol. 167, 191-207, Yu JX, et al. (1994) J Biol Chem. 269, 1 
8843-18848J JCffi*©#&WfflUT*?£5 KttlSK 

*yrtt>m.ommm*>7 u --y^iz^^^it^m^: Lxm\*&z.£%-Bsm 

T*$>Z> (Okamoto S, et al. (1993) Methods Enzymol. 222, 328-340 ) „ 
[0 0 7 3] 


2 5 


ffiSE#¥ 1 1-3085301 
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T, >f > tf h n ^ff8?#r (Y. Toyoda et al. f 1971, Jpn. J. Anim. Reprod. 16 
: 147-151; Y. Kuribayashi et al., 1996, Fertil. Steril. 66: 1012-1017) 

£?7V\ mmmntf&m & mm-t %> t>^t>^ z z z\ mz & xmrnozy 

[0074] 
[0 0 7 5] 

&m£.<Dtem&&& xizmmwLM<D&mM<D&x*#mnmz&imT*%z> B mz. 
ii^nmco^yA^Mtu^m^m^^^^^m^mizm^^ti^m^ 
m^m. mmn> ^nz*. mmm. &&m* m^mnt^iz-mizm^^tita 
mm^mizm^ti^m^Lmmmmxmm-t^^tiz^^xm^-t^zLti^X'^ 

[0 0 7 6] 

mm. xzrizjmizmft-tzz.ttfxzzwtMMt.i'Xte, mx\tM^^y, 

Xt7V ym*??*isy^<!)£o*ffimM. 2/a*l, %ffiX\Z-V-y*Vy<DJ:o 


fflSE4$¥ 11-3085301 
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[0 0 7 7] 

t/i* ^&^8?Jfifr&k Mx.J£t;i/3-;k Atomic tex # y 

. jKU t;i/zi-;k Mx.{*^d tf i/>^*u 3-;k jKUa:*- i/>**y 3-;k # 
-r^>ttl^®?Stt^ Mx.«jKU y;i/K- h80(TM), HC0-50i:£fM bit <kv> 0 

[0 0 7 8] 

t^v^ i$ig£;ftfcaf*M tests. mm&r>7jvizftm2-&2> 0 

[0 0 7 9] 

B2bf=. y^0.1^^>100mg, b<«j^l.0^^50mg, J: V b < Ml .0^ e> 
[0 0 8 0] 

) tCfcV^li. 10&fcy*?jO.Ol^£>3Omg, L< l£$jO.12)M?>20mg, J:^^ 

[0 0 8 1 ] 


miiE#¥ 11-3085301 
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[0 0 8 2] 

&jeSCDJWlfi|»^K:J:oT^©«iBlIilSfclli^S*, iiS©*? U-->^& 
[0 0 8 3] 

[0 0 8 4] 
[0 0 8 5] 

hxit. m«^>^i©7^;a (n) ^figwi^A-n/jK^rS/ (c) 

[0 0 8 6] 


2 8 


1 1-3085301 
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[0 0 8 7] 
[0 0 8 8] 

if ofSCitli: ITIi, V**, 5»;k 

, MxJi, * — ^>f1f/l/, TjtjWfr* ^->/t>^-^t3^ftMSH 
[0 0 8 9] 

Ufrfctl*. =Rfls£ftK:te, M^M£PBS(Phos P hate-Buffered Sal ine)^£Jl:fe 
-5c i©«fc-2>Kiftg6U Jfli*4'K:ma©m#U^;i/«<_h#'r«©S:flitiSK:j:y«l 

[0 0 9 0] 
[0 0 9 1] 


munw- 11-308 


#^2 10 — 313366 


[0 0 9 2] 

> £>0>:fr&(Galfre, G. and Milstein, C. , Methods Enzymol . (1981 
) 73, 3-46) mizmVTl : f5Z.ttfT*%Z> B 
[0 0 9 3] 

SifcJCfcyaMRSJT,*. ^MHAT^*MT'®^#«. @»it5M^UF- 

K- * U - - > <fc & 2 u - — y >ftM7t>tl€> 0 

[0 0 9 4] 

^l?:tt5 5XD-vm «2.tfU266fcHte3i*, # > A # K^tf)^^ 

63-17688#^#) „ 
[0 0 9 5] 

^KtCM-TSt h}fi#:£lfc#LT=k<J:^ (H^^92-03918#. HR£^Hg93-222 
7#, HBR4*8§94-02602#, mffi'Affl 94-25585 % % Bf H^H§ 96-33735 -if <fc tfffl 


mSE#^ 11-3085301 



10-3133 


l^^^96-34096##M) . 
[0 0 9 6] 

^O^&mUk^M^ (oncogene) (C J; »; ^?6>fb $ i*£:|fflfl& fcffl ^ <fc ^ 0 
[0 0 9 7] 

z(D&?izmbtif=. : i=s *7n--r;vffim*£fr. m^mmz-nm^m^xm 

^^itfeMSI^-Mm^i: btfSIil^T'tS (Mxtf, Borrebaeck, C. A. K. 
and Larrick, J. W. , THERAPEUTIC MONOCLONAL ANTIBODIES, Published in the 
United Kingdom by MACMILLAN PUBLISHERS LTD, 1990 #fig)o MMfLMttfoi* 

[0 0 9 8] 

ittt'ifeoti^. ix.(l m#$T>t£ bTttU Fab,F(ab') 2> FvX»H^£L 
St<Z>Fv£J^&y S/>40l/^cn>f >Fv(scFv) (Huston, J. S. 

et al., Proc. Natl. Acad. Sci. U.S.A. (1988) 85 , 5879-5883) £<# \f e,tlS 

v $-izmxvtc%i. mm&mumffiT'ftmzitz (mz.it. co, m. s. et ai. 

, J. Immunol. (1994) 152, 2968-2976; Better, M. and Horwitz, A. H. , Meth 
ods Enzymol. (1989) 178, 476-496; Pluckthun, A. and Skerra, A., Methods 
Enzymol. (1989) 178, 497-515; Lamoyi, E. , Methods Enzymol. (1986) 121, 6 
52-663; Rousseaux, J. et al., Methods Enzymol. (1986) 121, 663-669; Bird 
, R. E. and Walker, B. W. , Trends Biotechnol. (1991) 9, 132-137#fig) „ 
[0 0 9 9] 


3 1 
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[0 10 0] 

£ V X m Z> 3 £ tfi S . 
[0 1 0 1 ] 

fel$Wftm<DmfeXl$mmffi&#L&t&Mfti%m(Enzyne-l inked immunosorbent a 
ssay;ELISA) ^JC<fc U??e> 3 
[0 10 2] 

*«^©$i#Oj5i:M^?Stt$:ISt-5*Si bt, ELISA,EIA(@pf!i;fe 
*£«)£80, RIA & £M v> & 3 £ £ S „ M 

;Ui, ELISA&m>S#^:fcM©m#&@M;Lfcyi/'- hlZ*&m<D$ y )\ 

£tC&m#^2»U 7°l/-h^>f>^a/<-e/aX ^bfc^, P-- h 

o •? E<Dmmm^mxxwL%m^m^-t^ 3 txmmm^m^ 

Wffi-t2>z.iitfxgz>.ZyAirn£. hx * y a*S(Z>»t/i, «At«©C5ltS8** 

SMSJCtt, BIAcore(Pharmaciaig) fc^Ml*-* 3i:^T^5„ 
[0 10 3] 

<d ^sa^flc & ^ ffi x -r s 3 n a* e> & & w © # > a ? ft <d& m x \t m 


mUn¥ 11-3085301 
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[0104] 

*&m&. i> 3. 5, nzfc\t9tznkzsti&&mmm&e> 

(Diisfc^-rsDNAicBBf £0 r^^c/w :/y ^vx-rsj & 
yy **-f -t£-$/3>^#T, l y>s?:t> hfe/w^y** 

>f^-5/a>*ffTt, ffi©* >A 0 #ft&n- K*f SDNAfc* n*7\-f ^y #V 
[0 10 5] 

rjespec PRO-lj fcitf rjespec PR0-2J Stte^k£5|ilMC#M 

[0 10 6] 

rgE#J##: 1, 3, 5, 7 *fett9 JC^Stl^lfelSBB^&J&SDNA 

^•t-sdnaj tea, M^.«r>^-fe>^^y rJ^^ l/^-^ K^y jjmjm" 

J81/T, ^#>A°?H£=i- K-TSDNAX^mRNAC^-a-r -5 3illC J: »J, 

3 3 11-3085301 


4$ 5p 10-313366 


$r^-T-5c T>^-fe>^^-U 3* * l^*^ F£ ITS, B^Jtf : 1, 

3, 5, 7 *fc«:9 ^c^$tlS^iH^Jt^ J ov^'r^l*^©®m^c:7^-r^'y #>rx-f 

6 7>ft>^t'J rf** 1/^-5=- KSr^tf. 7>^"fe>X*-y if** U*^- Ftt 
, b< li@E#J## : 1, 3. 5, 7 £fcl±9 Cj^3ftS&3SBB^J#CDj**lrr 

£^&<£fcl5MJ£U:GD:2* i/*-^. FJC>rr£7>*-iz>x;*-y =f** l/**- K 

•e&& 0 se>ic0*u<ji, t&8B3t«s , r*^3&<i: j bi5«jet±©3i^ i/*^-K*« 

[0 10 7] 

7>*"fe>X3*-y rf5J^ l/*^ Ffc ITU ■fcJh&aa^tt^Hflftt&'&ffl't 
[0 10 8] 

t-^^i^^Fic^js-rs** i/*-*- F^T«ti»-e e>-r, 

DNAXtt«BNA£*-y I?** i/tf^ F£*WJ#-^ : 1, 3, 5, 7^fc«9lC^ 
Sns &3£ffi*fflC ic £jg ic / W ^ y * >f XT? £ * R y, IX tt&8tffi® 5? 
# l^^FO^X^y^-tf^&LTV^TfcJ:^. 3<D<fc ? &DNA£ LTli, 
< fc*)15fi©ay&LfcS* I/**- FBB#HB«T?, 4>&<£t>70SL 
< £ =&80X, J: y L < &90SL $ £>{C$GF£ L < tt95%«J:©&3SHI#U:©*B 

^fcX«tcaB«©T/l/=JyXAS:«ffl-r*ltf«I:V^ 
[0 10 9] 

*»W©7>^"fe>X*y rf* # l/**- Fttu **i&JC#LT:**Sffij5fcj8£fc 


3 4 


ffifE#¥ 11-3085301 
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[0 110] 

##gfE<E>y>^-fe>X*y =T^^ l/*-^HB3MM* in vivo in vitro 

[0 111] 

CtaSilt, ^bV^^MV^^iltf-e^S,, Mill 0.1~100mg/kg^ 

£ b < tto. i~50mg/k g ©^H-e^-^-r £ ^ £ #T? ^ £ c 

[0 1 12] 

[|H«J] 
iz m £ £ £ =fo © -e & & v ^ . 

[0 1 13] 

[HdfeMi] riespec pro-u Jte^Wr^r^^lt 

Mouse heart cDNA plasmid library (GIBCOfcfc, 5X 10 9 cfu/ml) 5X10 4 

T76A5sc2j £tfr;& L £»te^C + 5 >f V- r76A5sc2-Bj 

rsPORT RVj £Mv^J£*Ttf>«llCPCR££3&o£:,, 

[0 1 14] 

Superscript Mouse heart cDNA library Superscript Mouse testis cDNA 
library (GIBCOfcfc, 5X 10 9 cfu/ml) SrlOOfglC^f? Lit%<D 16^<Z)3ml LB-Am 
pt&i&K.lfil-r'DiJaZ.* 30iCT*^#L/feO^QIAspin mini prep kit (QIAGEN*±) 
T*7?*$ K&#£ (ZICD^^^^ FlCli^-4x^tl5X10 4 ©M5i^^D->^# 

. 7^^^Ifi*0^7^5 K&8£fcU 76A5sc2-B (IH#I§# : 1 
1/5' GAT CMA CAG GTG CCA GTC ATC A 3') RSPORT SP6 (K#l#-& : 12/5' 
ATT TAG GTG ACA CTA TAG AA 3')®^7>f7-T\ Ampli Taq Gold (Perkin Elm 


ffiliE#¥ 11-3085301 
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erfr) * ^-Ht ITMV\ 95X: 12#©^, T961C , 20#, 55 , 20# 

, 72°C, 2#J X40if>f^;W j^T72T; 3#©^#T*PCR$: fc^&o 7t = 
[0 115] 

PCR£/£?&$:1.55& 7#a &ff V^0.7Kb©PCR£f&#j£^»J 

ffiL, QIAquick Gel Extraction Kit (QIAGEN*±)T*PCR£fi£^£lIlItX L£ 0 Z1C9P 
CR£j&#>$:pGEM T easy vector (PROMEGAft) (CT4 DNA ligase (PR0MEGA*±) £ fl§ 
VNTTA^O-^^^Lfcc 
[0 116] 

fB3! Lfc. 3d 8o£ML nnn-PCRlC<fc y ft A^5:£<T0 «fc 
[0 117] 

SPORT FW (U#|#-5§- : 1 3/5' TGT AAA ACG ACG GCC AGT 3'), SPORT RV ( 
BJ#J#-S§-: 1 4/5' CAG GAA ACA GCT ATG ACC 3* )&tH0D dash /K U 
£^•£20^ l©PCRM^^{CiS*#A#:§:#oi3nn-$:it^ll^L, 94°C 1# 
tf)^, T96X: 15#, 55"C 5#, 721C 25#j £32-9--^ ^ ;i/0^#T*PCR$: £ Zl & 

[0 118] 

iffM^^fcPCR^^ljliT^n-^^l/W^l&T^b, 4&glCj5DTPCR£ 
fi£4^&Microspin S-300*>-5) VNliS-400>!f;i/5ii(Pharmaciatt)'e«^ Lfeo 
[0 119] 

J/-!?x>xS)iS©f>^^-hi:UT, ±fa©nn^-PCR-^RT-PCR^:H£DP 

e Terminator Cycle Sequencing FS Ready Reaction Kit, dRhodamine Terminat 
or Cycle Sequencing FS ready Reaction Kit, £fcl£BigDye Terminator Cycle 
Sequencing FS ready Reaction Kit (Perkin-Elmer}±) -fcflJ^feiM 9 J\/i/— 9 
y&ff-Dlt. T/^f V-lCte, SPORT FWfccfctfSPORT RV£;§V*fc 0 jfcfi 
JS©:/9>fV — , JL $ \yHr^- F^£96 well precipitation HL kit (AGTC$fc)T* 


fflffi<f#¥ 11-3085301 
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|&*b, ABI 377&£V%teABI 377XL DNA Sequencer (Perkin -Elmer^t) "e^SSB 
[0 12 0] 

7ott76A5sc2ft^©j&eBB#|-?&o£#, 1 O & (-f h V 

— If (trypsin family serine proteinase ) £ — gflOM^ "TffiJUI &%:W o 

IE#I& h U ^>77^ U --feU ^^n-^T-if^^- 7TS>-5 rjrypsin-His 
(PROSITE PS00134)j — ~7 Z. t. ff^^^n^T-if O^T 

[0121] 

[HiSM 2 ] TTespec PRO-lj st-g^(Z)^^cDNA© ? n — n > >f 
MMMlKiS^^X Superscript Mouse heart cDNA libraryj: »J ^ 

fcNo9-C (gg?U#-5§- : 1 5/5' ATG CTT CTG CTA TCG TGG AAG G 3* - 

SPORT FW& <& V ^ & SPORT T7 (BBW## : 1 6/5' TAA TAC GAC TCA C 
TA TAG GG 3') (D^7-tyK X^StJte^WT^r J: »J SffeJCxIf >f > bfc 
No9-B (fH^J## : 1 7/5' CTT TGT GCT GAG GTC TTC AGT G 3') # -Zf 

5 ^fV- SPORT RV©^9>f '7 — "fey N-eAmpli Taq Gold£;K U * ^ -ift Itffl 
V<»Tplasmid library RACE^rfeZl^ofeo PCRMf&fc* 95X: 12-fr<D%k, ^96X: 20 
55X: 20#, 72X) 5#J X42if^f^;i/, 3fcV*T?721C 3#<Z>^#T*fcr&o£: 

o 

[0 12 2] 

tl^PCRjg^lCO^T, ie^*fe«pGEM T easy vectorlC ? D - ~y 7 b 


11-3085301 


10-313366 


[0123] 

3' RACE££3&ofe£35> 2 -D(D?CRA> FjWbtlfccaT^O&SIE^JS: 
^^Lfco -£©A> K©^«Be^J«ftB^OA> F©&M2?rjC£>&cf Kpoly A# 

[0124] 

— 5' RACE(D^=feTOlC, PCRg4^li^2o©A> F£#*£tf>T:\ ^ 

©M#©3'ffi©ffi3SBBflJH:HI— ^^5>fi/>my7*-^ (splici 
ng isoform) t'feSii:*^Lfe 0 
[0 12 5] 

5' RACET-ffi3ELfc$gV^©,K> Kfc, 3* RACE©«V*#©/t> F0>*&a£BB#l£: 
rjespec PRO-lj (Testis spe cific expressed serine pro teinase-1) 
[0 12 6] 

rjespec PRO-lj cDNA&1033i&ST% 321T ^ J W.~& 3- F IT ^£ 
(01) c *©4Mffi#F&H!#J## : 7 3 yB&S2#J*:a5#!# 

2tC^-T 0 7 3 y M^(tC»N*fiBtC2/^^^^ FfcJB*>*l&*Mcffi7 

c 3©T^ y»iB^ittGCG-e©jB3pf|g*3^e> h u -^i/^^T^ u — t y>^nf 

7— tf^^-^T?** FTrypsin-His (PR0SITE PS00134) j t$£Zf l"Trypsin-S 
er (PROSITE PS00135) J ^jfoi^MLfc. PROSITEIC £*U£. 

#y/*9 5t# hy^»775'J-fe'J>^nf7- -fe*T*& * M§teioo% t? & 

^> ("if a protein includes both the serine and histidine active site sig 
natures, the probability of it being a trypsin family serine protease is 
100% ") J £$*ITV>5 (S. Brenner, 1988, Nature 334: 528-530; N.D. Raw 
lings and A.J. Barrett, 1994, Meth. Enzymol. 244: 19-61) fc#> % TTespec 


tfifi^^ 11-3085301 


#3* 10 — 3 133 


pro-u i±h'jy^>>7 7$ U--feU >yn^y--fe*T*&£h#;i£*i£ 0 z\(D 
# h y :/^>&£f$5*n© h y zft/yyr^ V y >:/n-^7--fe*£^^ 
flfi©^ , n^T-if^it«ebT<fc<^#$tiTVNfe (03) o L#L**iJg**©fH 

[0 12 7] 

[HifeM 3 ] TTespec PR0-2J 3t>B^-(E>:£;RcDNA(Z) £ n - — > ? 

H;66M2 JCfcV^ riespec PRO-lj <D?U — — >tf(Dffik(D 5' RACE"e^#-e^ 
Wt> K (5'flTe TTespec PRO-lj T*tifc^i£Me#I£3#o) iz 
oV%T, ^O&MB^Ji: VffifrlZ&f&lsfczf^J^r- (No9-G&£ V>B:No9-J) £ 
M^t, HifeMltC^Ufc Superscript Mouse testis cDNA library;^ 

[0 12 8] 

^fltfSrtCBU No9-G (IB^J#-^- : 1 8/5' CAG TCA ATG TCA CTG TGG TCA T 3' 
) t. SPORT FW. &tfNo9-J (B2#J## : 1 9/5' ACT TGC CGT TGG TGC CCA CTT C 
3') £SP0RT mC0^^4 V— fey S^Ampli Taq Gold&/Ky — UTffl^ 
, 95*C 12^(35^, rg6°C 20#, 551C 20#\ 72"C 5#j X42-tf->f#;K #C^T?7 
2X: 3#(7^#-ePCR££3&o£ 0 
[0 12 9] 

PCRjg^tCoV>T, ft^^fettpGEM T easy vector^* n -~y tfLt=.<D%1& 
[0130] 

3' RACE£fc3&V\ 2offl3' RACE jg«#fco W#©S&3£BJ#l«:&j£ Lfe 


mSE#5p i 1-3085301 
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t=. 0 -#Ji±j$bfe TTespec PRO-lj (Z>i&ggiI?[f£>*£tptCpoly A^#*D Lt=.*)<D 
illHl-T'feofco i&^(D3' m&l&mmmZ TTespec PRO-lj <Z)&tf>£teM&<5@B 

[0131] 

5' RACE^fcZLfc? }?*$-Xfe<DX~*yzr V □ -n> ^£ 

0RF*fl»V*T£y, Zl©5' RACE jg4^£> 5fclCj&^£3' ft <Z>££BB£|tf TTespec 
PRO-lj O^OilteM&SS'RACE M4&&"3&^*>*>iir*£i:tCJ: *J, -/n^T- 
■tfSrn- F*r«i:JB*>*i*i!fiSBB^J^#&tifc©T. TTespec PR0-2j H 

[0 13 2] 

»e>*lfc TTespec PR0-2J CDNA&1034 (02) , 5' #3-FM^&68 

£ ©1^03' #3-F««#9 «Ulfc##tCjI;fr<, ££polyA */ 
^^-;i/%GATAAAil— flgGDmRNA (AAUAAA) <fc y fe9^ £,©;fo*l£> 0 3 ©cDNA J: *J T 
Tespec PR0-2j &3197 5 J W.* 3 - Ft" £ *U f ©7 5 ;8BJ3ttN* 

mz.i/^f±}l^zf^ FfcJBfctiS TTespec PRO-lj 

yc3fc«jcfcm2jctt7-s /B^«MH«a:#:&Lfcv^ ifer©75 y^se?m 

h'J^»775y-tU>^Df7-^ : Ef-7"e*« TTrypsin-Hisj 
o£\ TTrypsin-Ser j (Co V*T & 1 2 7 5 J y &5 7 ( [DNSTAGC] 

- [GSTAPIMVQH] - X - X - G - [DE] - S - G - [GS] - [SAPHV] - [LIVMFYWH] 
- [LIVMFYSTANQH] ) tp. 2 7 5 J &tf 3© 3 >-fe >^7,^ bftftT V* £ (GKCQG 
DSGAPMV) „ L**LJKfcI©Fy ^i/>7?5 U --fe U > ^7-i?lC33 VnT t> 

TTespec PR0-2J ^n-r-r — LT»IBi-S *>©fcJB*>4lS. 
[0 13 3] 

TTespec PR0-2J JCo^T%&a£ffi^Jfttf75 ^MB#IlCoV*T. GCG©-r- 
^/<-^-9--^5:^3^ofec TTespecPRO-lj H«_Li£© 2 o©^ 


ffi|iE4f ¥ 11-3085301 


#5p 10-3133 

- iffSttfCifrll h JSfctiS #^1* 2? 7 -f K^lC^Hfc -T- >f > <Dfeg=k 
[0134] 

telifeffiU] Tjespec PRO-lj TTespec PR0-2J (DT.Zf^^i/l/'fy^ 

TTespec PRO-lj £ l"Tespec PR0-2J ®&Bft&tf7 5 7 8fe 

[0 13 5] 

HJ6M3©5' RACET?Btffr-C£fc TTespec PR0-2J ®^^7-f ^>>^7>f V 7 
tf-Att, T.^'yA S/>^S?-V>^2/a>aS^ TTespec PR0-2J "^ttftfflStl 
fcvv««©fi2SBB#lfCi»ifc:3 K>#35!*i, :R^0RF& Jlffi-f ^:£^iT^•r:/□5 : - 
-PCR^fflVNTOT^^JCj: y#U<»«fbfc. 
[0 13 6] 

cDNA^n- — >^tC«fcoT»e>tlfe«iaiIBW«:ilK:. No9-P (f8$|«# : 2 0 
/5' GCA CTG GAA TGA CAA CAT GAT GC 3'), No9-Q (@5^ r J## : 2 1/5' ATT G 
GC GTG GCA AGT AGG AGC A3'), No9-N (K^JS* : 2 2/5' CGA GTC TCC CAG 
TTA GCA CAG A3'), No9-M' (ffl#J## : 2 3 /5' CGG TGA CTT GGT CAT GTC TG 
TG3'), No9-K (SB^JS-t : 2 4 /5' GGA TCC ATG AAA CGA TGG AAG GAC AGA A 
G 3'), No9-G, No9-J , No9-0 (@B^J## : 2 5/5' CGC AGA GTT CTG CTC ATA 
CAT A 3' )©#y7-f 7 - l:^bfc. itl&SrfllV^ "7 9 ^ ©JlilHIJ: U WK b 
£ cDNA&-r>y h Z. IT, Ampli Taq GoldfesKU * ^-ifi; UT, 95^C 12 
r96°C 20S\ 6(TC 20#, 72T: l^j £40-tM?;K 7£^T'72T; 3#<Z> 


4 1 
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Sfi^- 10 — 313366 
3M$TRT-PCR££;i:&ofc„ PCR£/£?£tel.5% Seakem GTGT iSU — T^ (TaKaRa^t) 
[0137] 

Kl-?WL\Z&Z>MffiV>1&%z (04fcJ:tf5) % TTespec PR0-2J 0^^7>f^> 
my7*-^0^, 5'{BJ#Box 2-1 — 2-III — 2-VI V^7-f V7#-i»j^ 
£3gT?*.&£JB*>*U TTespec PR0-2J <fc *J -£<Z>#£&#V> £J&b*lS. * fe. 
Box 2-I&«fflbfcr>fy7*-i.i:LTa:, Box 2-VIfcifgTBox 2-VII&£>V^± 
Box l-II 'xilO&tfoTV'KCcDNA TTespec PRO-lj £ © 3f * ^ cDNA £: 

JBfrtl*) jOT-PCRT»WHBT?£fc#, Box 2-IIb&«fflbfcT>f 
Tte> Box 2-VI $: H T Box l-II'siio&^oTl^ TTespec PRO-lj £<Z)3r;*^ 
M©cDNA©##flt3ST?*fc (®4fcJ:tf5) . ZCQZliltt. TTespec PRO-2 J £ 
TTespec PRO-lj tfSfe&flUtTf^f&tCSHe It £ U , £ TTespec PR0-2j GDpo 

lyA ^y^jbtf33vi&&£jggT^Sfe<&£&:bn&. ZKD«fce>^ — %Hk 

^ V:7*-A##&1-£S^te^T*&£#. TTespec PR0-2J <Z>$8JS#*K^Bfr 
<Z>*& ^ >f 2/ > ^tC <k o T *ia» $ tlT "Tig's tie o 

[0 13 8] 

[HJIM5] TTespec PRO-lj J&Tf TTespec PR0-2J Mfc^-$&m<DMfflftlG 
TTespec PR0-1 J £ TTespec PR0-2J <D$&mtfif ©*fl^T?JI£>*l£;fr &RT-PCR 

, Wife 10— llHgfl&Jr t £) cfc»J#^ll/fe^ RNA (Ambion^fc) ^Superscript 

II (GIBC0*±)£i£if£^iii£: LTJ§V\ (dT) 3() VN:/^>f T-T*cDNA-£-J&& LRT- 

PCR©-t->"7 p I/ — h £ Lfc„ QUICK-CIone cDNA mouse 7day embryo, 17day 

embryo (CL0NTECH&) =fcRT-PCR©-^> ~f U - h £ bTJ§V>£: = 
[0 13 9] 

TTespec PRO-lj mmffi-J^A V- £ UTNo9-A (BB#I*# : 2 6/5' GGC AT 
G TAG CTC ACT GGC ATG 3' ) £ No9-B £ . TTespec PR0-2J #Mfi5l7'7>f7 - £ L 
T29(-) (U#J#-!§- : 2 7/5' GGA CCA GCA AGA ATC AGT TCT G 3' ) £ 17 (+) 95 (+) 
(@2?!I#-^ : 2 8/5' CTG CTA CCA GTT CTA ATT TGC C 3')&IV^fc. G3PDH© 


4 2 


ffiSE4*¥ 11-3085301 
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n> h n-;i/y^-f V-i: LTG3PDH 5' (@B?!I## : 2 9/5' GAG ATT GTT GCC 
ATC AAC GAC C 3')ilG3PDH 3' (@B?U## : 3 0/5' GTT GAA GTC GCA GGA GAC 
AAC C 3')£ffi^fc 0 Ampli Taq Gold£ # U * =y -if £ L 95TC 12ft<D&. 

20#, 60^ 20#, 72t^ 30#j X42-iM^;i/ (G3PDH<Z)^-&&28-tf-^f ^ ;i/ 
) „ tf^T^TC 3#©£;{4 : 'T?PCR$:£z:&ofco PCRMM&1.53S Seakem GTGT 
#n - ;* (TaKaRa*±) T'«^» Sr^To fe. 
[0 14 0] 

TTespec PRO-lj Tjespec PR0-2j (DM^ t^MMT^^mm 

#5tfg£*lfc (0 6) D J|l*«SV^i:JC, iOJMs^ttVtf^&R cDNA 

[0141] 

rjespec PRO-lj © 3 —5 s * > — ffi (Box 1-II£^£ fC^tf 
110~401#E|M8ai) , Tkt* rjespec PR0-2J (£>exon2-VI>fd-i£ (340—723^ 
( TTespec PR0-2J IC < ©X^7^ S/ > ^7>f V 7 * - J*ifi&& U 
, iO^n-^tt-f tie>©^aHB«T»-&©T TTespec PR0-2J #M69^^"n- 
:7T?«fc<, TTespec PR0-2J S^fflX^-f ^>^7>f V 7*-^^gif 
&%<Z)'?&S) Sr^n-^il bTmouse MTN blot (CLONTECHft) IC <fc £ jSM^^ 

[0 14 2] 

JERft^tf^W^CDcDNA&T^T/U- hill, No9-A£No9-BCD >^>f V-T^if*! 
L£:RT-PCR£$;#j£Megaprime DNA labelling system (Amershermfr) U [ 

a- 32 P] dCTPT^^U >^U 5fcfcffi.<D[a- 32 P] dCTPSrfife* L rjespe 
c PRO-lj ^n-^ilLfco Rf»JCNo9-Gi:No9-J©^ , ^>f'7--e*9telyfetfe, [a 
- 32 P] dCTPTr^U >^L£:fe(£>£ TTespec PR0-2J ^n-^^bfe 0 Mouse Mu 
Itiple Tissue Northern (MTN) blot £i: Mouse Embryo Multiple Tissue Nort 
hern (MTN) blot (CL0NTECH}±) M V V ExpressHyb Hybridization Solution (C 
LONTECH*±)ttJ-£\ &tf-?-=LTJl><Dj5mz$£\,K 68^ T'/W 7 V **>f if- S> a > 


ffiSE^f^ 11-3085301 


10-313366 


[0 14 3] 

TTespec PRO-lj (Dzf U - Z? £M ^t=- £. 3 5. «|lK:<D#;f$1.2Kbtf)/\*> K# 

&frofc 0 TTespec PR0-2J CD^ □ - :/£J8 V'**: £ Z. 5, TTespec PRO-lj £; |^ 
«jc»|iK:o**&i.2Kb©A> K^«§R^* (0 7) , «mJ^tf>*If8^im™ 

[0 14 4] 

JW-t©^* y TTespec PRO-lj %.Zf TTespec PR0-2J (Z>M#te¥f IM#^& 
[0 14 5] 

[HS£M6] TTespec PRO-lj &t>* TTespec PR0-2J it-g^-©5|Wetf>£l3IB# 

81 

UT S BigftilW^O^fl:*: Wife"*-*. #iKjmJfi^&»**IIIlfi. W-f-iWIS&S 
Hfi&JCfi&flfcU f-TCD TTespec PRO-lj TTespec PR0-2j itte^tf)^^ £ 

[0 14 6] 

SS«SIEa#:©-79^i:L/Tm5Sefe#RffK:jeH"rsW (White spottin 
g) (P. BesmerP, (1993) Dev. Suppl., 125-137) „ itlteWEflllilSfttf 

ff^ffllB f & S^fltSl^ n y y - if -e & « c-k i tic m^<d % z> 


ffifE4# ¥ 11-3085301 


10—3133 

© TTespec PRO-lj TTespec PR0-2J (Z^^^fltigLfc,, 

[0 14 7] 

80, 1 2 0. 1 8 0, 4 2 0©V?^.»^J: RNA 
. &tf£&5 6 0 BOMteZ SEOW/Wvy^^tlJ: RNAfcJS^T 
f^LfccDNASr^^l/- bt L/TRT-PCR$:J3r^ofeo ^GD t # mf%lZf&fa~? 
V7s<Dm9k. JffIiffi3fe<Z>cDNA£M^feRT-PCR&||^Lfco ^ >f ^- tt±flE2Sife 
M5(3D TTespec PRO-lj TTespec PR0-2J #^69^^>fV- 

£^Jgb> 4 0t-f^;i/ (G3PDH&2 9 ©PCRfcHifeM 5 £ o 

[0 14 8] 

RT-PCR©^^. TTespec PRO-lj TTespec PR0-2J 1 8 0 gj£*|i$£> 

» *-e»3B©±##ja&*xfc#. sifif^ti^fti 2 0 b tfw/wv3E£# 
v^^cD»*-ett»3K^<»«)e)*i3&^-3fc (®8) „ ^t^^>r^=i>h 

tiU TTespec PR0-1 J %cT$ TTespec PR0-2J ^JVbVMM^^ 

74 7tw©j:e'«:^MiST*tt*<, ^sMBHS^-fbL few-earns* Sv^ 14 

[0 14 9] 

[HJfeM 7 ] th TTespec PR0-2J cDNA <£>^n-^>^ 

TTespec PR0-2J <>D&^U#|$:* IC It tl b TTespec PR0-2J <D>7U — 
-Z/>f%:lBZ.t£-or=. B hWUpoly A+ RNA (CL0NTECH&) 5: Superscript II (GI 
BC0*±)£&jf£¥Mi£ bTJBW (d^gQVN^v-^^-T'cDNA-^^S: LRT-PCR©-^ 
>^l/-htU TTespec PR0-2J fi5fctf)No9-G£No9-Q£ y^^f V- £: b 

TAmpliTaqGoldfcjtfy *^-if i; LT, 95r 12^-CD^, Tg6X; 20#. 55T; 20 
72X: 30#j X42-tf--f &V^72t; 3#<D{&;* h U yz/~<D3k®- 

T'PCR&fcd&ofco 
[0 15 0] 


4 5 


miiE#¥ 11-3085301 
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, 3©PCR^l±V^^ TTespec PR0-2J <D&&W&mt.1ft 80%CD*i|fO'|££SFO % 

t: h riespec pro-2j <D»te^mKT*&z z. t tfwm z<Dm.mmm^mz 

V- ^ LTh-B (IB#J§-5§- : 3 1 /5' AGA GGT CAC TGT CGA GCT 
GGG 3" ), h-D {mn^^ : 3 2/5' TGT GAA TAA TGA CCT TCT GCA C 3' ) 3' 
RACEME V — LTh-A (IB^J## : 3 3/5' TTC AGC AAC ATC CAC TCG GA 
G A 3' ), h-C (@B#J#-5§- : 3 4 /5' AAG CAA GTG CAG AAG GTC ATT A 3* ) £ffr£ 

human tesitis Marathon ready cDNA (CLONTECH£t) Ity^yzfls — h £. bT, 
mn^ — =3-T^<D^mizm^^^ K (nested) Z'%.T$5' RACE£|g#fEs Lfc„ 
^CD^JH. fc h TTespec PR0-2J <Z>:£^cDNA£ ^ □ - - y 7+ Z> ^ £ lZf&$j L t=. 
, -e©^*@2^J$:@B^J#^ : 5 IC. 7 ^ 7 ^@E#I£g2#I## : 6 IC^fo 
[0151] 

tl h TTespec PR0-2J <DcDNAtil035 filT, 2657^ 711?: 3 — Kl/TV^-Si: 
^JBStl* (09) „ h&?>*x"?* TTespec PR0-2J T'li, gESfc&tfT^fift 
l/^;i/-eSV>lC^-tl-rtl74.2%, 69.8%©:fBHtt&l#o#, TTespec PRO 

-2j lCjt^LT7^ ;Bftffl^©C5fcSg#54»aS*g<* ^tiJCffV^MB^a' # 

3-Kfi^<^otv^ (Eio, i i) „ N^agKcteS/^;!/^ 

TTespec PR0-2j ©^2®$ ;ft£ 7 ^ J h U ~f */ > 7 7 % V - "fe V > 

ZfUTT — H^^-yVfoZ TTrypsin-Hisj £#0„ 3?{C TTrypsin-Ser j IC 
•DV^ttl 2 7^ JWt&Vte&tt—? ( [DNSTAGC] - [GSTAPIMVQH] -X-X- 

G - [DE] - S - G - [GS] - [SAPHV] - [LIVMFYWH] - [LIVMFYSTANQH] ) tfu 1 
y^JW. (GIFKGDSGAPLV) >-fe y^^-fr^^nX (VtfX TTespec 

PR0-2J Tflil 2 7^ 2 7 5 ^ Sltfri >"fe >ifX]&*&*MlT 

) o 

[0 15 2] 

t 2 -^^-^-^- ^©|g*, JR#Lfcfch TTespec PR0-2j $^££#7 
[0 15 3] 


ffiSE#¥ 11-3085301 
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[HJSM 8 ] tl h TTespec PR0-2J (Dm&fo V ^ bT > ^ 

tl h^&fl£A*MCORRIELL CELL REP0SIT0RIES*±§g) l^- h £ U h- 

A£h-F (ffi#l## : 3 5/5' CAT TGG TCG TTA CCC ACT GTG C 3')©:/9>f"7- 
T\ Advantage cDNA polymerase (CLONTECH*±) U ;* 9 — -fc? £ UT> 95"C l£- 
(D^. TgeTC 15#\ 60V 15#. 68t: 30#j X37it-^^;i/. &v>-e68X; 3#© 
^#TPCR£;J5Z:&ofco PCR^JCfr^ttl.5% Seakem GTG7#n -X (TaKaRa)-^ 

[0 15 4] 

m%t&m(Dl&&&mzm&{b^y¥y<y*1 : 7^t=.%£%:. TTespec PR0-2j 

li^8^feft:_h{C#^t-^ril^^Lfe (012) 0 
[0 15 5] 

[H1M9] h TTespec PR0-3j Mfc^CD-^^ cDNA # U — — > 
H h*f*poly A+ RNA (CLONTECH$fc) £ Superscript II (GIBCOtt) ^M^^mM 
£LT/gV^ (dT) 30 VN:/^^-T*cDNA^&£LRT-PCRtf)^:y^l'- h £ L, V 
?X TTespec PRO-lj fi5fc<Z>^SIg?!J <fc *; b fePROl-E (gB^|#^ : 3 6/5' 
ATT CTC AAT GAG TGG TGG GTT CT 3') £PR01-D (@g^U## : 3 7/5' CCA GCA 
CAC AGC ATA TTC TTG G 3') £ zf=7^ V— £ UTffl Ampl iTaqGoId£ ;K U ^ 
^-"tfilLT, 95X: 12^©^, T961C 20#. 50°C 20#, 72"C 45fJ>j X5-9">f 
&V*T? T96r 20#. 60°C 20#. 72X: 45fJ?j X351?->f#;K lk\^12°Q, 
3#GD*£;* hU >^a:>i/-©^#T'PCR$:fe^^ofeo 
[0 15 6] 

^■©^#^>tifeRT-pcR my9Z?)\<?>m%i. m.mmwz&fevtziizLa. h 

^Lfco 3©Jt^®T#3:7^ Jmizmm-t2>£*<DT$ JWmm\Z\Z r T rypsi 
n-Hisj (D^-^tf^ftT^fc,, 3 ©^g^tf O&SgB?'!©^- # ^- * 
-9--^&£z:&ofc£ Z15, tl b EST (AA781356, aj25c04.sl Soares - testis 
- NHT Homo sapiens cDNA clone 1391334 3' , mRNA sequence.) £|S1|t& *J ^ 
3<Z>EST£7^ ^ ^CjgfiR-tS £ TTrypsin-Serj ^-^#! 
#&Lfc 0 *£T»e>*ifc»fc^tf;i©$fiaSBB#J&3ltc, 5'RACEMy^^fT-i: 


mSE^f^ 11-3085301 
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LThPR03-B (IB#I#-$f : 3 8/5' GGA AAC AGC TCC TCG GAA TAT AAG C3') 
<fc tfhPR03-D (fBJU## : 3 9 /5' TGG ATG GGC TAG TTA AGT CGT TGG T 3' ) 3c 
. 3'RACEffl^v-f V-t bThPR03-A (ffi#J#-& : 4 0/5' TTC GAG GGA AGA AC 
T CGG TAT TC 3') fc<fctfhPR03-C (ffi#I#-5§- : 4 1/5' TGT GAA AAC GGA TCT G 
AT GAA AGC G 3' ) 3cf£§gU human testis Marathon ready cDNA (CLONTECH*±) 
h t. hX. &tf<W — =L7 )V<Dy5mz.$£^ nested RACE3c^;66U 
cDNA©? — >^3cfcZl&o£:„ RACEjg*$l3ctt^£fc&pGEM T easy vec 
toTiz^^i7U--y^LX * ©S»ffl#| 3c »S L t=. . * ®SSi?g 3cBB#l» 
: 9 1C, y^SB3«J3>i2^J#-^ : 1 0 \Z^ a 
[0 15 7] 

rolrSk Mfi^tt, vtfx riespec pro-Ij ©^M^D-ji^Lfc^ 

-f v-scfflv^T^nfeict^frfr^-r, riespec pro-u <t u ^^-^ 

^-X^CDV^Xffi* (mouse testis) EST (AA497965, AA497934. AA497919 
m fC, J: yffiiattaTO^ofc (014) „ f^T% ZKZ)»^3cH h TTespec 
PR0-3J ££rtfttfc 0 
[0 15 8] 

t h TTespec PR0-3J 0>cDNAfcj:1123 1&mX\ 352T$/M3c=r- KLTV***: 
(HI 3) . mt$slZteis?±jVK7'?F£!gt>ti&m?W&&L. 
TTrypsin Hisj rjrypsin-Ser j ^E^ — 73c^bTV>fe. 0 * fcrSH^fa *?2>J\/ 

7 4 Kigali l/TV*<&£JBJfo*i*Cys »«*te©"fe U >:7a^y-i?i: JfciRLT 

[0 15 9] 

[HlMl 0] TTespec PR0-3J i6.te^-<D±-& cmk^7 U- — y^ 

±j£b£Hh TTespec PR0-3J (D^UT.^ V > # -/\°- h 15$>^>T^^ Tjesp 
ec PR0-3J fcj\ ±izE(D|$CM©V^Xffim EST<D^«fi2^J3c^tf»£-?-e&.5£J& 
fc>*l£„ Z.iD&BJ'WVX EST(i-^ff-8o^-^^-XJC^^$tlTfey, 4 

loiiwuifi*. ^y©3o«M^ra©cDNAft^x*feofec 

3^Zl;ft£©EST;fr £:/^^V— 3cf£j?£L, mouse testis Marathon ready cDNA 
3c^>y I/- h £ L£lRACE3c&^&W VtfX TTespec PR0-3J GD:£^cDNAI2#J 


ffi!E#¥ 11-3085301 


10—3133 


(D>7 u-~y y-fr&z-tz-Dtz.* 

[0 16 0] 

EST (AA497965, AA497934, AA497919, AA497949, AA271404, AA238183 
, AA240375, AA105229) &>1&MM9\ £»IC, 5' RACEME 9 >f V- i: LTmPR03-B 
(f2#J#-5§ : 4 2/5' CAC CTA CTG CCA GGA TCT GTG G 3' )&t>*mPR03-D (I3#J# 
-if : 4 3/5' GGC TAT TTT CTC AAT CCA CAG GGT A 3')£. 3' RACE/B :/^>f V 
-t LTmPR03-A (IB#J#-i§- : 4 4/5' ATA GAG TGG GAG GAA TGC TTA CAG A 3' 
)St) f mPR03-C (I2^l#^- : 4 5/5' GCT ACG ATG CTT GCC AGG GTG 3')£ffr&L 
, mouse testis Marathon ready cDNA (CLONTECH) fc-r > Zf U— h t UT, Ssft 
^ — =LTJ]y(D^m^^ Miested RACE&HJ6 L fc„ RACEjg^ S: Hl^ £ ttpGEM T 
easy vector {c D ff bt-e©SSIil?!l £&5t b£„ -€-©Jfi3£K#j!fc 

[0161] 

*5£>ftfeV>* TTespec PR0-3J ©cDNAM:1028 tST\ 3217 $ /fifc&n— K 
LTV^SilJ&frftS (SI 5) „ 3 £te-&1hZ>y J TTrypsin-Serj 
^^--yteW-Dtf TTrypsin Hisj =E?- — 7»67 ^ J m<D 3 y -fe >"9"X [ LIVM ] 
- [ ST ] - A - [ STAG ] - H- CA»&17$ (LTVAHC) . 1^17 

riespec pro-2j m^L g6£n0> h U zft/yy T 5 U --fe D >^n^T-if IC 
#e>*lfcvtf* TTespec PR0-3j * ^ D ^7 -If i: l/TfiMB-T £ *>© 

7 - i££ JtiS! L/T J: < tlT V* 
[0 16 2] 

t hfttfTf ^ TTespec PR0-3J fit, «|fcRtf7 ^ / St U^^^-etl^^O^ 
%, ££O t 59.6%<2>*B|0|<|$$:j$O (Hi 6. 1 7) „ b: h TTespec PR0-3J IZ}& 
^T7^7^ TTespec PR0-3J fit, ftgfc W<MZi5 V^T5' «^100 i£^g<> * 

[0163] 


4 9 


mSE#¥ 11-3085301 


; 4#32 10 — 313366 

SEQUENCE LISTING 

<110> CHUGAI RESEARCH INSTITUTE FOR MOLECULAR MEDICINE, INC. 

<120> Trypsin family serine proteinases 

<130> C2-006 

<140> 
<141> 

<160> 45 

<210> 1 
<211> 1033 
<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (48).. (1010) 


11-3085301 


10-3 13 3] 



<400> 1 

cctgcctcag tgttggagct ccccattgct gatgtgcagg caagccg atg aaa cga 56 

Met Lys Arg 
1 


tgg aag gac aga aga aca ggc ctg ttg ctg cca ttg gtc etc ctg ttg 104 

Trp Lys Asp Arg Arg Thr Gly Leu Leu Leu Pro Leu Val Leu Leu Leu 

5 10 15 

ttt ggg gca tgt age tea ctg gca tgg gta tgt ggc egg cga atg agt 152 

Phe Gly Ala Cys Ser Ser Leu Ala Trp Val Cys Gly Arg Arg Met Ser 

20 25 30 35 

age aga tec caa caa ctt aac aat get tct get ate gtg gaa ggc aaa 200 

Ser Arg Ser Gin Gin Leu Asn Asn Ala Ser Ala He Val Glu Gly Lys 

40 45 50 


cct get tct get ate gtg gga ggc aaa cct gca aac ate ttg gag ttc 248 

Pro Ala Ser Ala He Val Gly Gly Lys Pro Ala Asn He Leu Glu Phe 

55 60 65 

ccc tgg cat gtg ggg att atg aat cat ggt agt cat etc tgt ggg gga 296 

Pro Trp His Val Gly He Met Asn His Gly Ser His Leu Cys Gly Gly 

70 75 80 


tct att etc aat gag tgg tgg gtt eta tct gca tec cat tgc ttc gac 
Ser He Leu Asn Glu Trp Trp Val Leu Ser Ala Ser His Cys Phe Asp 

85 90 95 


344 


5 1 


ffiSE^ 5 ! 1 1 1-3085301 


10-313366 


caa -eta aac aac tct aaa ttg gag ate att cat ggc act gaa gac etc 392 
Gin Leu Asn Asn Ser Lys Leu Glu He lie His Gly Thr Glu Asp Leu 
100 105 110 115 

age aca aag ggc ata aag tat cag aaa gtg gac aag tta ttc ttg cac 440 
Ser Thr Lys Gly He Lys Tyr Gin Lys Val Asp Lys Leu Phe Leu His 
120 125 130 

cca aag ttt gat gac tgg etc ctg gac aac gac ata get ttg etc ttg 488 
Pro Lys Phe Asp Asp Trp Leu Leu Asp Asn Asp He Ala Leu Leu Leu 
135 140 145 

etc aaa tec cca tta aac ttg agt gtc aac agg ata cct ate tgc act 536 
Leu Lys Ser Pro Leu Asn Leu Ser Val Asn Arg lie Pro He Cys Thr 
150 155 160 

tea gaa ate tct gac ata cag gca tgg agg aac tgc tgg gtg aca gga 584 
Ser Glu He Ser Asp He Gin Ala Trp Arg Asn Cys Trp Val Thr Gly 
165 170 175 

tgg ggc att act aat act agt gaa aaa gga gtc caa ccc aca att ctg 632 
Trp Gly He Thr Asn Thr Ser Glu Lys Gly Val Gin Pro Thr He Leu 
180 185 190 195 

cag gca gtc aaa gtg gat ctg tac aga tgg gat tgg tgt ggc tat att 680 
Gin Ala Val Lys Val Asp Leu Tyr Arg Trp Asp Trp Cys Gly Tyr He 

200 205 210 


5 2 


aifiE4f ¥ 11-3085301 


10 — 3133 


ttg tct eta tta acc aag aat atg ctg tgt get ggg act caa gat cct 728 
Leu Ser Leu Leu Thr Lys Asn Met Leu Cys Ala Gly Thr Gin Asp Pro 

215 220 225 

ggg aag gat gee tgc cag ggc gac agt gga gga get etc gtt tgc aac 776 
Gly Lys Asp Ala Cys Gin Gly Asp Ser Gly Gly Ala Leu Val Cys Asn 

230 235 240 

aaa aag aga aac aca gee att tgg tac cag gtg ggc att gtc age tgg 824 
Lys Lys Arg Asn Thr Ala He Trp Tyr Gin Val Gly He Val Ser Trp 

245 250 255 

ggc atg ggc tgt ggc aag aag aat ctg cca gga gta tac acc aag gtg 872 
Gly Met Gly Cys Gly Lys Lys Asn Leu Pro Gly Val Tyr Thr Lys Val 

260 265 270 275 

tea cac tat gtg agg tgg ate age aag cag aca gcg aag gcg ggg agg 920 
Ser His Tyr Val Arg Trp He Ser Lys Gin Thr Ala Lys Ala Gly Arg 

280 285 290 

cct tat atg tat gag cag aac tct gcg tgc cct ttg gtg etc tct tgc 968 
Pro Tyr Met Tyr Glu Gin Asn Ser Ala Cys Pro Leu Val Leu Ser Cys 

295 300 305 

egg get ate ttg ttc eta tat ttt gta atg ttt ctt eta acc tga 1013 
Arg Ala He Leu Phe Leu Tyr Phe Val Met Phe Leu Leu Thr 
310 315 320 

tgattaaacg tgagactgee 1033 

5 3 ffiaE#¥ 11-3085301 


10-313366 


<210> 2 
<211> 321 
<212> PRT 

<213> Mus musculus 
<400> 2 

Met Lys Arg 
1 

Trp Lys Asp Arg Arg Thr Gly Leu Leu Leu Pro Leu Val Leu Leu Leu 

5 10 15 

Phe Gly Ala Cys Ser Ser Leu Ala Trp Val Cys Gly Arg Arg Met Ser 

20 25 30 35 

Ser Arg Ser Gin Gin Leu Asn Asn Ala Ser Ala He Val Glu Gly Lys 
40 45 50 

Pro Ala Ser Ala He Val Gly Gly Lys Pro Ala Asn He Leu Glu Phe 

55 60 65 

Pro Trp His Val Gly He Met Asn His Gly Ser His Leu Cys Gly Gly 
70 75 80 

Ser He Leu Asn Glu Trp Trp Val Leu Ser Ala Ser His Cys Phe Asp 
85 90 95 

Gin Leu Asn Asn Ser Lys Leu Glu lie He His Gly Thr Glu Asp Leu 

5 4 ffiSE#¥ 11-3085301 


10 — 3133 

100 105 110 115 

Ser Thr Lys Gly He Lys Tyr Gin Lys Val Asp Lys Leu Phe Leu His 
120 125 130 

Pro Lys Phe Asp Asp Trp Leu Leu Asp Asn Asp He Ala Leu Leu Leu 
135 140 145 

Leu Lys Ser Pro Leu Asn Leu Ser Val Asn Arg He Pro lie Cys Thr 
150 155 160 

Ser Glu He Ser Asp He Gin Ala Trp Arg Asn Cys Trp Val Thr Gly 
165 170 175 

Trp Gly He Thr Asn Thr Ser Glu Lys Gly Val Gin Pro Thr lie Leu 
180 185 190 195 

Gin Ala Val Lys Val Asp Leu Tyr Arg Trp Asp Trp Cys Gly Tyr He 
200 205 210 

Leu Ser Leu Leu Thr Lys Asn Met Leu Cys Ala Gly Thr Gin Asp Pro 

215 220 225 

Gly Lys Asp Ala Cys Gin Gly Asp Ser Gly Gly Ala Leu Val Cys Asn 

230 235 240 

Lys Lys Arg Asn Thr Ala He Trp Tyr Gin Val Gly He Val Ser Trp 

245 250 255 


ffif£# ^2. i 1-3085301 


Gly Met Gly 
260 

Ser His Tyr 

Pro Tyr Met Tyr Glu Gin Asn Ser Ala Cys Pro Leu Val Leu Ser Cys 

295 300 305 

Arg Ala He Leu Phe Leu Tyr Phe Val Met Phe Leu Leu Thr 

310 315 320 

<210> 3 
<211> 1034 
<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (69).. (1025) 

<400> 3 

cccacgcgtn cggttgtatc aatgtgggca gggcatcaag gcaggcacca ctgcactgga 60 

atgacaac atg atg etc cca ctt eta att gca ctg etc atg get tec aag 110 
Met Met Leu Pro Leu Leu He Ala Leu Leu Met Ala Ser Lys 
1 5 10 

gga caa get aag gac cag caa gaa tea gtt ctg tgt ggc cac aga cct 158 

5 6 11-3085301 


10-313366 


Cys Gly Lys Lys Asn Leu Pro Gly Val Tyr Thr Lys Val 

265 270 275 


Val Arg Trp He Ser Lys Gin Thr Ala Lys Ala Gly Arg 

280 285 290 


4f 5p 10-3133 m 


Gly Gin Ala Lys Asp Gin Gin Glu Ser Val Leu Cys Gly His Arg Pro 

15 20 25 30 

gcc ttc cca aac tea tea tgg ctg cca ttg egg gag ctg ctt gag gtc 206 
Ala Phe Pro Asn Ser Ser Trp Leu Pro Leu Arg Glu Leu Leu Glu Val 

35 40 45 

cag cat ggt gag ttc cca tgg caa gtg agt ate cag atg ctt ggg aaa 254 
Gin His Gly Glu Phe Pro Trp Gin Val Ser He Gin Met Leu Gly Lys 

50 55 60 

cac ctg tgt gga ggc tec ate ate cac egg tgg tgg gtt ctg aca gca 302 
His Leu Cys Gly Gly Ser He lie His Arg Trp Trp Val Leu Thr Ala 
65 70 75 

gca cac tgc ttc ccg aga ace eta tta gaa ctg gta gca gtc aat gtc 350 
Ala His Cys Phe Pro Arg Thr Leu Leu Glu Leu Val Ala Val Asn Val 

80 85 90 

act gtg gtc atg gga ate aag act ttc agt gac acc aac tta gag aga 398 
Thr Val Val Met Gly He Lys Thr Phe Ser Asp Thr Asn Leu Glu Arg 
95 100 105 110 

aaa caa gtg cag aag ate att get cac aga gac tac aaa ccg ccc gac 446 
Lys Gin Val Gin Lys He He Ala His Arg Asp Tyr Lys Pro Pro Asp 
115 120 125 

ctt gac age gac etc tgc ctg etc eta ctt gcc acg cca ate caa ttc 494 
Leu Asp Ser Asp Leu Cys Leu Leu Leu Leu Ala Thr Pro lie Gin Phe 


11-3085301 


S$5£ 10 — 313366 
130 135 HO 

aat aaa gac aaa atg ccc ate tgc ctg cca cag agg gag aac tec tgg 
Asn Lys Asp Lys Met Pro lie Cys Leu Pro Gin Arg Glu Asn Ser Tr P 
!45 150 155 

gac egg tgc tgg atg tea gag tgg gca tat act cat ggc cat ggt tea 
Asp Arg Cys Trp Met Ser Glu Trp Ala Tyr Thr His Gly His Gly Ser 
160 165 I 70 

gec aaa ggc tea aac atg cac ctg aag aag etc agg gtg gtt cag att 
Ala Lys Gly Ser Asn Met His Leu Lys Lys Leu Arg Val Val Gin lie 
175 180 185 190 

age tgg agg aca tgt gcg aag agg gtg act cag etc tec agg aac atg 
Ser Trp Arg Thr Cys Ala Lys Arg Val Thr Gin Leu Ser Arg Asn Met 
!95 200 205 

ctt tgt get tgg aag gaa gtg ggc acc aac ggc aag tgc cag gga gac 
Leu Cys Ala Trp Lys Glu Val Gly Thr Asn Gly Lys Cys Gin Gly Asp 
210 215 220 

age ggg gca ccc atg gtc tgt get aac tgg gag act egg aga etc ttt 
Ser Gly Ala Pro Met Val Cys Ala Asn Trp Glu Thr Arg Arg Leu Phe 

225 230 235 

caa gtg ggt gtc ttc age tgg ggc ata act tea gga tec agg ggg agg 
Gin Val Gly Val Phe Ser Trp Gly He Thr Ser Gly Ser Arg Gly Arg 
240 245 250 


542 


590 


638 


686 


734 


782 


830 


ffilE#¥l 


1-3085301 


4f 5£ 1 0-3 1 3 3 


cca ggc att ttt gtg tct gtg get cag ttt ate cca tgg ate ctg gag 878 
Pro Gly He Phe Val Ser Val Ala Gin Phe lie Pro Trp He Leu Glu 

255 260 265 270 

gag aca caa agg gag gga cga gee ctt gee etc tea aag gee tea aaa 926 
Glu Thr Gin Arg Glu Gly Arg Ala Leu Ala Leu Ser Lys Ala Ser Lys 

275 280 285 

agt etc ttg get ggc agt cca cgc tac cat ccc ata ttg eta age atg 974 
Ser Leu Leu Ala Gly Ser Pro Arg Tyr His Pro He Leu Leu Ser Met 
290 295 300 

ggc tct caa ata ctg ctt get gee ata ttt tct gat gat aaa tea aat 1022 
Gly Ser Gin lie Leu Leu Ala Ala He Phe Ser Asp Asp Lys Ser Asn 
305 310 315 


tgc taa gctctg 1034 
Cys 


<210> 4 
<211> 319 
<212> PRT 

<213> Mus musculus 
<400> 4 

Met Met Leu Pro Leu Leu He Ala Leu Leu Met Ala Ser Lys 
1 5 10 


ffiSE#¥ 11-3085301 


10 — 313366 

Gly Gin Ala Lys Asp Gin Gin Glu Ser Val Leu Cys Gly His Arg Pro 
15 20 25 30 

Ala Phe Pro Asn Ser Ser Trp Leu Pro Leu Arg Glu Leu Leu Glu Val 
35 40 45 

Gin His Gly Glu Phe Pro Trp Gin Val Ser He Gin Met Leu Gly Lys 
50 55 60 

His Leu Cys Gly Gly Ser He lie His Arg Trp Trp Val Leu Thr Ala 
65 70 75 

Ala His Cys Phe Pro Arg Thr Leu Leu Glu Leu Val Ala Val Asn Val 
80 85 90 

Thr Val Val Met Gly He Lys Thr Phe Ser Asp Thr Asn Leu Glu Arg 
95 100 105 110 

Lys Gin Val Gin Lys He He Ala His Arg Asp Tyr Lys Pro Pro Asp 
115 120 125 

Leu Asp Ser Asp Leu Cys Leu Leu Leu Leu Ala Thr Pro He Gin Phe 
130 135 140 

Asn Lys Asp Lys Met Pro He Cys Leu Pro Gin Arg Glu Asn Ser Trp 
145 150 155 


Asp Arg Cys Trp Met Ser Glu Trp Ala Tyr Thr His Gly His Gly Ser 

6 0 ffifE#5p 1 1-3085301 


4$5£l 0 — 3133 


160 


165 


170 


Ala Lys Gly Ser Asn Met His Leu Lys Lys Leu Arg Val Val Gin lie 
175 180 185 190 

Ser Trp Arg Thr Cys Ala Lys Arg Val Thr Gin Leu Ser Arg Asn Met 

195 200 205 

Leu Cys Ala Trp Lys Glu Val Gly Thr Asn Gly Lys Cys Gin Gly Asp 

210 215 220 

Ser Gly Ala Pro Met Val Cys Ala Asn Trp Glu Thr Arg Arg Leu Phe 

225 230 235 

Gin Val Gly Val Phe Ser Trp Gly He Thr Ser Gly Ser Arg Gly Arg 
240 245 250 

Pro Gly He Phe Val Ser Val Ala Gin Phe lie Pro Trp lie Leu Glu 

255 260 265 270 

Glu Thr Gin Arg Glu Gly Arg Ala Leu Ala Leu Ser Lys Ala Ser Lys 

275 280 285 

Ser Leu Leu Ala Gly Ser Pro Arg Tyr His Pro lie Leu Leu Ser Met 

290 295 300 


Gly Ser Gin lie Leu Leu Ala Ala lie Phe Ser Asp Asp Lys Ser Asn 

305 310 315 


ItiWft^ 1 1-3085301 


5p. 10 — 313366 


Cys 


<210> 5 

<211> 1035 

<212> DNA 

<213> Homo sapiens 


<220> 

<221> CDS 

<222> (73).. (867) 


<400> 5 

ctgtggctgg catgttgtca gctctggctg gaggcaaagg tttggcaatt ttggactgga 60 

attgacaaga ag atg ttc cag ctt eta att ccc ctg ctt ttg gca etc aag 111 
Met Phe Gin Leu Leu lie Pro Leu Leu Leu Ala Leu Lys 
1 5 10 

gga cat gee cag gac aat cca gaa aac gta caa tgt ggc cac agg cct 159 
Gly His Ala Gin Asp Asn Pro Glu Asn Val Gin Cys Gly His Arg Pro 
15 20 25 

get ttt cca aac teg tea tgg tta cca ttt cat gaa egg ctt caa gtc 207 
Ala Phe Pro Asn Ser Ser Trp Leu Pro Phe His Glu Arg Leu Gin Val 

qc; 40 45 

30 35 w 

cag aat ggt gag tgc ccg tgg caa gtg agt ate cag atg tea egg aaa 255 

Gin Asn Gly Glu Cys Pro Trp Gin Val Ser He Gin Met Ser Arg Lys 

6 2 ffiSE^¥ 11-3085301 


g$ sp. 10 — 3 1336 


50 


55 60 


cac etc tgt gga ggc tea ate tta cat tgg tgg tgg gtt etg aca gee 303 
His Leu Cys Gly Gly Ser lie Leu His Tr P Trp Trp Val Leu Thr Ala 
65 70 75 

gca cac tgc ttc cga aga acc eta tta gac atg gee gtg gta aat gtc 351 
Ala His Cys Phe Arg Arg Thr Leu Leu Asp Met Ala Val Val Asn Val 
80 85 90 

act gtg gtc atg gga acg aga aca ttc age aac ate cac teg gag aga 399 
Thr Val Val Met Gly Thr Arg Thr Phe Ser Asn lie His Ser Glu Arg 
95 100 105 

aag caa gtg cag aag gtc att att cac aaa gat tac aaa ccg cce cag 447 
Lys Gin Val Gin Lys Val lie lie His Lys Asp Tyr Lys Pro Pro Gin 
110 H5 120 125 

etc gac agt gac etc tct ctg ctt eta ctt gee aca cca gtg caa ttc 495 
Leu Asp Ser Asp Leu Ser Leu Leu Leu Leu Ala Thr Pro Val Gin Phe 


130 


135 140 


age aat ttc aaa atg cct gtc tgc ctg cag gag gag gag agg acc tgg 543 
Ser Asn Phe Lys Met Pro Val Cys Leu Gin Glu Glu Glu Arg Thr Trp 
145 150 155 

gac tgg tgt tgg atg gca cag tgg gta acg acc aat ggg tat gac caa 591 
Asp Trp Cys Trp Met Ala Gin Trp Val Thr Thr Asn Gly Tyr Asp Gin 
160 165 170 

6 3 ffiSE# ¥ 11-3085301 



iff 5J2 10 — 313366 


tat gat gac tta aac atg cac ctg gaa 
Tyr Asp Asp Leu Asn Met His Leu Glu 
175 180 

age egg aaa gaa tgt gee aag agg gta 
Ser Arg Lys Glu Cys Ala Lys Arg Val 
190 195 

att tgt get teg aac gaa cca ggc acc 
He Cys Ala Ser Asn Glu Pro Gly Thr 

210 


aag ctg aga gtg gtg cag att 639 
Lys Leu Arg Val Val Gin He 
185 

aac cag ctg tec agg aac atg 687 
Asn Gin Leu Ser Arg Asn Met 

200 205 

aat ggt ate ttc aag gga gac 735 
Asn Gly He Phe Lys Gly Asp 
215 220 


agt ggg gca cct ctg gtt tgt get att tat gga acc cag aga etc ttc 
Ser Gly Ala Pro Leu Val Cys Ala He Tyr Gly Thr Gin Arg Leu Phe 

225 230 235 


783 


caa gtg ggt gtc ttc agt ggg ggc ata aga tct ggc tec agg ggg aga 
Gin Val Gly Val Phe Ser Gly Gly He Arg Ser Gly Ser Arg Gly Arg 
240 245 250 


831 


cct ggt atg ttt gtg tct gtg get caa ttt att cca tga agecaggagg 880 
Pro Gly Met Phe Val Ser Val Ala Gin Phe He Pro 

255 260 265 

agacagaaaa ggaggggaaa gcctacacca taatctcagg atccacgaga agecgagaag 940 
ctcactggtg tgtgttcctc agtacccctt ettgetagga ttggggtctc aaatgetget 1000 


ffl$E4$¥ 11-3085301 


10-3133. } 


ggccaccatg tttaccggtg ataaacctaa cyrcw 1035 

<210> 6 
<211> 265 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Phe Gin Leu Leu He Pro Leu Leu Leu Ala Leu Lys 
15 10 

Gly His Ala Gin Asp Asn Pro Glu Asn Val Gin Cys Gly His Arg Pro 

15 20 25 

Ala Phe Pro Asn Ser Ser Trp Leu Pro Phe His Glu Arg Leu Gin Val 
30 35 40 45 

Gin Asn Gly Glu Cys Pro Trp Gin Val Ser He Gin Met Ser Arg Lys 
50 55 60 

His Leu Cys Gly Gly Ser lie Leu His Trp Trp Trp Val Leu Thr Ala 

65 70 75 

Ala His Cys Phe Arg Arg Thr Leu Leu Asp Met Ala Val Val Asn Val 
80 85 90 

Thr Val Val Met Gly Thr Arg Thr Phe Ser Asn lie His Ser Glu Arg 

95 100 105 

6 5 ffiHE#^ 11-3085301 
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Lys Gin Val Gin Lys Val lie He His Lys Asp Tyr Lys Pro Pro Gin 
110 115 120 125 

Leu Asp Ser Asp Leu Ser Leu Leu Leu Leu Ala Thr Pro Val Gin Phe 

130 135 140 

Ser Asn Phe Lys Met Pro Val Cys Leu Gin Glu Glu Glu Arg Thr Trp 
145 150 155 

Asp Trp Cys Trp Met Ala Gin Trp Val Thr Thr Asn Gly Tyr Asp Gin 
160 165 170 

Tyr Asp Asp Leu Asn Met His Leu Glu Lys Leu Arg Val Val Gin lie 
175 180 185 

Ser Arg Lys Glu Cys Ala Lys Arg Val Asn Gin Leu Ser Arg Asn Met 
190 195 200 205 

He Cys Ala Ser Asn Glu Pro Gly Thr Asn Gly He Phe Lys Gly Asp 
210 215 220 

Ser Gly Ala Pro Leu Val Cys Ala lie Tyr Gly Thr Gin Arg Leu Phe 

225 230 235 

Gin Val Gly Val Phe Ser Gly Gly lie Arg Ser Gly Ser Arg Gly Arg 
240 245 250 

Pro Gly Met Phe Val Ser Val Ala Gin Phe He Pro 

255 260 265 


0SiiE4f ¥ 1 1-3085301 
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<210> 7 

<211> 1028 

<212> DNA 

<213> Mus musculus 


<220> 

<221> CDS 

<222> (38).. (1000) 


<400> 7 

gtcagcctgg cctccaacac acagcacagc cagagcc atg ate ctg ccc tec ate 

Met lie Leu Pro Ser He 
1 5 


55 


151 


ctg eta ctt gtt gec cac acc ctg gaa gca aat gtt gag tgt ggt gtg 103 
Leu Leu Leu Val Ala His Thr Leu Glu Ala Asu Val Glu Cys Gly Val 

10 15 20 

aga ccc ctg tat gat age aga att caa tac tec agg ate ata gaa ggg 
Arg Pro Leu Tyr Asp Ser Arg lie Gin Tyr Ser Arg lie He Glu Gly 
25 30 35 

cag gag get gag ctg ggt gag ttt cca tgg cag gtg age att cag gaa 199 
Gin Glu Ala Glu Leu Gly Glu Phe Pro Trp Gin Val Ser He Gin Glu 
40 45 50 

agt gac cac cat ttc tgc ggc ggc tec att etc agt gag tgg tgg ate 247 
Ser Asp His His Phe Cys Gly Gly Ser He Leu Ser Glu Trp Trp He 

6 7 mfE4f ^ 11-3085301 
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55 


60 


65 


70 


etc acc gtg gec cac tgc ttc tat get cag gag ctt tec cca aca gat 
Leu Thr Val Ala His Cys Phe Tyr Ala Gin Glu Leu Ser Pro Thr Asp 
75 80 85 


295 


etc aga gtc aga gtg gga acc aat gac tta act act tea ccc gtg gaa 343 
Leu Arg Val Arg Val Gly Thr Asn Asp Leu Thr Thr Ser Pro Val Glu 

90 95 100 

eta gag gtc acc acc ata ate egg cac aaa ggc ttt aaa egg ctg aac 391 
Leu Glu Val Thr Thr He lie Arg His Lys Gly Phe Lys Arg Leu Asn 
105 HO 115 

atg gac aac gac att gec ttg ttg ctg eta gee aag ccc ttg gcg ttc 439 
Met Asp Asn Asp He Ala Leu Leu Leu Leu Ala Lys Pro Leu Ala Phe 
120 125 130 

aat gag ctg acg gtg ccc ate tgc ctt cct etc tgg ccc gee cct ccc 487 
Asn Glu Leu Thr Val Pro He Cys Leu Pro Leu Tr P Pro Ala Pro Pro 
135 HO 145 150 

age tgg cac gaa tgc tgg gtg gca gga tgg ggc gta acc aac tea act 535 
Ser Trp His Glu Cys Trp Val Ala Gly Trp Gly Val Thr Asn Ser Thr 

155 160 165 

gac aag gaa tct atg tea acg gat ctg atg aag gtg ccc atg cgt ate 583 
Asp Lys Glu Ser Met Ser Thr Asp Leu Met Lys Val Pro Met Arg lie 
170 175 180 

6 8 ffiS£**¥ 11-3085301 
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ata gag tgg gag gaa tgc tta cag atg ttt ccc age etc acc aca aac 
lie Glu Tr P Glu Glu Cys Leu Gin Met Phe Pro Ser Leu Thr Thr Asn 
185 190 195 

atg ctg tgt gec tea tat ggt aat gag age tac gat get tgc cag ggt 
Met Leu Cys Ala Ser Tyr Gly Asn Glu Ser Tyr Asp Ala Cys Gin Gly 
200 205 210 

gac agt ggg gga ccg ctt gtc tgc acc aca gat cct ggc agt agg tgg 
Asp Ser Gly Gly Pro Leu Val Cys Thr Thr Asp Pro Gly Ser Arg Trp 
215 220 225 230 

tac cag gtg ggc ate ate age tgg ggc aag age tgt gga aaa aaa ggc 
Tyr Gin Val Gly He He Ser Trp Gly Lys Ser Cys Gly Lys Lys Gly 
235 240 245 

ttc cca ggg ata tat act gta ttg gca aag tat acc ctg tgg att gag 
Phe Pro Gly He Tyr Thr Val Leu Ala Lys Tyr Thr Leu Trp lie Glu 

250 255 260 

aaa ata gee cag aca gag ggg aag ccc ctg gat ttt aga ggt cag age 
Lys lie Ala Gin Thr Glu Gly Lys Pro Leu Asp Phe Arg Gly Gin Ser 

265 270 275 

tec tct aac aag aag aaa aac aga cag aac aat cag etc tec aaa tec 
Ser Ser Asn Lys Lys Lys Asn Arg Gin Asn Asn Gin Leu Ser Lys Ser 
280 285 290 


631 


679 


727 


775 


823 


871 


919 


6 9 ffi!E#¥ 1 1 -3 0 8 5 3 0 1 
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cca gcc ctg aac tgc ccc caa age tgg etc ctg ccc tgt ctg ctg tec 967 
Pro Ala Leu Asn Cys Pro Gin Ser Trp Leu Leu Pro Cys Leu Leu Ser 
295 300 305 310 

ttt gca ctg ctt aga gcc ttg tec aac tgg aaa taaaacaatg cagtctctga 1020 
Phe Ala Leu Leu Arg Ala Leu Ser Asn Trp Lys 

315 320 


tccaccct 

<210> 8 
<211> 321 
<212> PRT 

<213> Mus musculus 
<400> 8 

Met lie Leu Pro Ser He 

1 5 

Leu Leu Leu Val Ala His Thr Leu Glu Ala Asn Val Glu Cys Gly Val 
10 15 20 

Arg Pro Leu Tyr Asp Ser Arg He Gin Tyr Ser Arg lie lie Glu Gly 

25 30 35 

Gin Glu Ala Glu Leu Gly Glu Phe Pro Trp Gin Val Ser He Gin Glu 
40 45 50 


1028 


Ser Asp His His Phe Cys Gly Gly Ser He Leu Ser Glu Trp Trp lie 

7 o mum* 1 1 
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55 


60 


65 


70 


Leu Thr Val Ala His Cys Phe Tyr Ala Gin Glu Leu Ser Pro Thr Asp 

75 80 85 

Leu Arg Val Arg Val Gly Thr Asn Asp Leu Thr Thr Ser Pro Val Glu 
go 95 100 

Leu Glu Val Thr Thr He He Arg His Lys Gly Phe Lys Arg Leu Asn 
105 HO 115 

Met Asp Asn Asp lie Ala Leu Leu Leu Leu Ala Lys Pro Leu Ala Phe 
120 125 130 

Asn Glu Leu Thr Val Pro He Cys Leu Pro Leu Trp Pro Ala Pro Pro 
135 140 145 150 

Ser Trp His Glu Cys Trp Val Ala Gly Trp Gly Val Thr Asn Ser Thr 

155 160 165 

Asp Lys Glu Ser Met Ser Thr Asp Leu Met Lys Val Pro Met Arg lie 
170 175 18° 

lie Glu Trp Glu Glu Cys Leu Gin Met Phe Pro Ser Leu Thr Thr Asn 
185 190 195 


Met Leu Cys Ala Ser Tyr Gly Asn Glu Ser Tyr Asp Ala Cys Gin Gly 
200 205 210 


ttiliE^^ 1 1-3O85301 


(ft 5£ 10 — 313366 


Asp Ser Gly Gly Pro Leu Val Cys Thr Thr Asp Pro Gly Ser Arg Tr P 
215 220 225 230 

Tyr Gin Val Gly He He Ser Tr P Gly Lys Ser Cys Gly Lys Lys Gly 
235 240 245 

Phe Pro Gly He Tyr Thr Val Leu Ala Lys Tyr Thr Leu Trp He Glu 

250 255 260 

Lys lie Ala Gin Thr Glu Gly Lys Pro Leu Asp Phe Arg Gly Gin Ser 

265 270 275 

Ser Ser Asn Lys Lys Lys Asn Arg Gin Asn Asn Gin Leu Ser Lys Ser 
280 285 290 

Pro Ala Leu Asn Cys Pro Gin Ser Trp Leu Leu Pro Cys Leu Leu Ser 

295 300 305 310 


Phe Ala Leu Leu Arg Ala Leu Ser Asn Trp Lys 
315 320 


<210> 9 
<211> 1123 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 


ffiSE4#¥ 11-3085301 


#sp 10 — 31336 


<222> (41).. (1096) 
<400> 9 

ggcctctgtc acccccgggc ccacagcaca gcccagggcc atg etc ctg ttc tea 

Met Leu Leu Phe Ser 

1 5 

gtg ttg ctg etc ctg tec ctg gtc acg gga act cag etc ggt cca egg 
Val Leu Leu Leu Leu Ser Leu Val Thr Gly Thr Gin Leu Gly Pro Arg 
10 15 20 

act cct etc cca gag get gga gtg get ate eta ggc agg get agg gga 
Thr Pro Leu Pro Glu Ala Gly Val Ala He Leu Gly Arg Ala Arg Gly 

25 30 35 

gec cac cgc cct cag ccc cgt cat ccc ccc age cca gtc agt gaa tgt 
Ala His Arg Pro Gin Pro Arg His Pro Pro Ser Pro Val Ser Glu Cys 
40 45 50 

ggt gac aga tct att ttc gag gga aga act egg tat tec aga ate aca 
Gly Asp Arg Ser lie Phe Glu Gly Arg Thr Arg Tyr Ser Arg lie Thr 

55 60 65 

ggg ggg atg gag gcg gag gtg ggt gag ttt ccg tgg cag gtg agt att 
Gly Gly Met Glu Ala Glu Val Gly Glu Phe Pro Trp Gin Val Ser lie 

70 75 80 85 

cag gca aga agt gaa cct ttc tgt ggc ggc tec ate etc aac aag tgg 
Gin Ala Arg Ser Glu Pro Phe Cys Gly Gly Ser He Leu Asn Lys Trp 


55 


103 


151 


199 


247 


295 


343 


7 3 ffi!iE4#^ 11-3085301 
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90 


95 100 


tgg att etc act gcg get cac tgc tta tat tec gag gag ctg ttt cca 391 
Tr P He Leu Thr Ala Ala His Cys Leu Tyr Ser Glu Glu Leu Phe Pro 
105 HO 115 

gaa gaa ctg agt gtc gtg ctg ggg acc aac gac tta act age cca tec 439 
Glu Glu Leu Ser Val Val Leu Gly Thr Asn Asp Leu Thr Ser Pro Ser 

120 125 130 

atg gaa ata aag gag gtc gec age ate att ctt cac aaa gac ttt aag 487 
Met Glu He Lys Glu Val Ala Ser He lie Leu His Lys Asp Phe Lys 
135 140 145 

aga gee aac atg gac aat gac att gee ttg ctg ctg ctg get teg ccc 535 
Arg Ala Asn Met Asp Asn Asp lie Ala Leu Leu Leu Leu Ala Ser Pro 
150 155 160 165 

ate aag etc gat gac ctg aag gtg ccc ate tgc etc ccc acg cag ccc 583 
lie Lys Leu Asp Asp Leu Lys Val Pro lie Cys Leu Pro Thr Gin Pro 
170 175 180 

ggc cct gee aca tgg cgc gaa tgc tgg gtg gca ggt tgg ggc cag acc 631 
Gly Pro Ala Thr Trp Arg Glu Cys Trp Val Ala Gly Trp Gly Gin Thr 
185 190 195 

aat get get gac aaa aac tct gtg aaa acg gat ctg atg aaa gcg cca 679 
Asn Ala Ala Asp Lys Asn Ser Val Lys Thr Asp Leu Met Lys Ala Pro 
200 205 210 

7 4 ffifE^ 11-3085301 
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775 


823 


871 


atg gtc ate atg gac tgg gag gag tgt tea aag atg ttt cca aaa ctt 727 
Met Val He Met Asp Tr P Glu Glu Cys Ser Lys Met Phe Pro Lys Leu 

215 220 225 

ace aaa aat atg ctg tgt gee gga tac aag aat gag age tat gat gee 
Thr Lys Asn Met Leu Cys Ala Gly Tyr Lys Asn Glu Ser Tyr Asp Ala 

230 235 240 245 

tgc aag ggt gac agt ggg ggg cct ctg gtc tgc acc cca gag cct ggt 
Cys Lys Gly Asp Ser Gly Gly Pro Leu Val Cys Thr Pro Glu Pro Gly 

250 255 260 

gag aag tgg tac cag gtg ggc ate ate age tgg gga aag age tgt gga 
Glu Lys Trp Tyr Gin Val Gly He lie Ser Tr P Gly Lys Ser Cys Gly 

265 270 275 

gat aag aac acc cca ggg ata tac acc teg ttg gtg aac tac aac etc 
Asp Lys Asn Thr Pro Gly He Tyr Thr Ser Leu Val Asn Tyr Asn Leu 

280 285 290 

tgg ate gag aaa gtg acc cag eta gga ggc agg ccc ttc aat gca gag 
Trp lie Glu Lys Val Thr Gin Leu Gly Gly Arg Pro Phe Asn Ala Glu 

295 300 305 

aaa agg agg act tct gtc aaa cag aaa cct atg ggc tec cca gtc teg 1015 
Lys Arg Arg Thr Ser Val Lys Gin Lys Pro Met Gly Ser Pro Val Ser 

310 315 320 325 

7 5 ffiSE4$¥ 11-3085301 
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967 
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gga gtc cca gag cca ggc age ccc aga tec tgg etc ctg etc tgt ccc 1063 
Gly Val Pro Glu Pro Gly Ser Pro Arg Ser Trp Leu Leu Leu Cys Pro 
330 335 340 

ctg tec cat gtg ttg ttc aga get att ttg tac tgataataaa atagaggcta 1116 
Leu Ser His Val Leu Phe Arg Ala He Leu Tyr 
345 350 

1123 

ttctttc 

<210> 10 
<211> 352 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Met Leu Leu Phe Ser 

1 5 

Val Leu Leu Leu Leu Ser Leu Val Thr Gly Thr Gin Leu Gly Pro Arg 
10 15 20 

Thr Pro Leu Pro Glu Ala Gly Val Ala lie Leu Gly Arg Ala Arg Gly 

25 30 35 

Ala His Arg Pro Gin Pro Arg His Pro Pro Ser Pro Val Ser Glu Cys 
40 45 50 

Gly Asp Arg Ser He Phe Glu Gly Arg Thr Arg Tyr Ser Arg He Thr 

7 6 mSE^ 11-3085301 


1 0 — 3 1 3 3 6^P 


55 


60 


65 


Gly Gly Met Glu Ala Glu Val Gly Glu Phe Pro Tr P Gin Val Ser lie 

70 75 80 85 

Gin Ala Arg Ser Glu Pro Phe Cys Gly Gly Ser He Leu Asn Lys Trp 
90 95 100 

Trp He Leu Thr Ala Ala His Cys Leu Tyr Ser Glu Glu Leu Phe Pro 

105 HO H 5 

Glu Glu Leu Ser Val Val Leu Gly Thr Asn Asp Leu Thr Ser Pro Ser 
120 125 I 30 

Met Glu He Lys Glu Val Ala Ser lie He Leu His Lys Asp Phe Lys 
135 140 145 


Arg Ala Asn Met Asp Asn Asp lie Ala Leu Leu Leu Leu Ala Ser Pro 

160 165 


150 


155 


He Lys Leu Asp Asp Leu Lys Val Pro lie Cys Leu Pro Thr Gin Pro 
170 175 180 

Gly Pro Ala Thr Trp Arg Glu Cys Trp Val Ala Gly Trp Gly Gin Thr 

185 190 I 95 


Asn Ala Ala Asp Lys Asn Ser Val Lys Thr Asp Leu Met Lys Ala Pro 
200 205 210 


ffi3E4« 11-3085301 
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Met Val He Met Asp Trp Glu Glu Cys Ser Lys Met Phe Pro Lys Leu 

215 220 225 

Thr Lys Asn Met Leu Cys Ala Gly Tyr Lys Asn Glu Ser Tyr Asp Ala 

230 235 240 245 

Cys Lys Gly Asp Ser Gly Gly Pro Leu Val Cys Thr Pro Glu Pro Gly 

250 255 260 

Glu Lys Trp Tyr Gin Val Gly He lie Ser Trp Gly Lys Ser Cys Gly 

265 270 275 

Asp Lys Asn Thr Pro Gly He Tyr Thr Ser Leu Val Asn Tyr Asn Leu 

280 285 290 

Trp He Glu Lys Val Thr Gin Leu Gly Gly Arg Pro Phe Asn Ala Glu 

295 300 305 

Lys Arg Arg Thr Ser Val Lys Gin Lys Pro Met Gly Ser Pro Val Ser 
310 315 320 325 

Gly Val Pro Glu Pro Gly Ser Pro Arg Ser Trp Leu Leu Leu Cys Pro 

330 335 340 

Leu Ser His Val Leu Phe Arg Ala lie Leu Tyr 
345 350 

<210> 11 
<211> 22 


11-3085301 


t$5£ 10 — 3133 


<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "76A5sc2-B" 
an artificially synthesized primer sequence. 

<400> 11 

gatcmacagg tgccagtcat ca 

<210> 12 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: " SPORT SP6" 
an artificially synthesized primer sequence. 

<400> 12 

atttaggtga cactatagaa 

<210> 13 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "SPORT FW" 


d^^L 10 — 3133 6 6 
an artificially synthesized primer sequence. 
<400> 13 

tgtaaaacga cggccagt 

<210> 14 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "SPORT RV", 
an artificially synthesized primer sequence. 

<400> 14 

caggaaacag ctatgacc 

<210> 15 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "No9-C, 
an artificially synthesized primer sequence. 

<400> 15 

atgcttctgc tatcgtggaa gg 


18 


18 


22 


m!E#¥ 1 1-3085301 
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<210> 16 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "SPORT T7 
an artificially synthesized primer sequence. 

<400> 16 

taatacgact cactataggg 

<210> 17 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "No9-B", 
an artificially synthesized primer sequence. 

<400> 17 

ctttgtgctg aggtcttcag tg 

<210> 18 
<211> 22 
<212> DNA 

<213> Artificial Sequence 

8 1 


10 — 313366 


22 


<220> 

<223> Description of Artificial Sequence: "No9-G", 
an artificially synthesized primer sequence. 

<400> 18 

cagtcaatgt cactgtggtc at 

<210> 19 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "No9-J", 
an artificially synthesized primer sequence. 

<400> 19 

acttgccgtt ggtgcccact tc 

<210> 20 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "No9-P", 
an artificially synthesized primer sequence. 


<400> 20 

8 2 ffiSE4#¥ 11-3085301 


22 
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gcactggaat gacaacatga tgc 

<210> 21 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "No9-Q M , 
an artificially synthesized primer sequence. 

<400> 21 

attggcgtgg caagtaggag ca 

<210> 22 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "No9-N" 
an artificially synthesized primer sequence 

<400> 22 

cgagtctccc agttagcaca ga 

<210> 23 
<211> 22 
<212> DNA 

8 3 


4f 5j2 10 — 313366 


<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "No9-M' " , 
an artificially synthesized primer sequence. 

<400> 23 

cggtgacttg gtcatgtctg tg 

<210> 24 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "No9-K", 
an artificially synthesized primer sequence. 

<400> 24 

ggatccatga aacgatggaa ggacagaag 

<210> 25 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "No9-0", 
an artificially synthesized primer sequence. 

8 4 


29 


ffi$E*S¥ 11-3085301 
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<400> 25 

cgcagagttc tgctcataca ta 

<210> 26 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "No9-A", 
an artificially synthesized primer sequence. 

<400> 26 

ggcatgtagc tcactggcat g 

<210> 27 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: M 29(-)", 
an artificially synthesized primer sequence. 

<400> 27 

ggaccagcaa gaatcagttc tg 


22 


21 


22 
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<210> 28 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: " 17 (+) 95 (+) 
an artificially synthesized primer sequence. 

<400> 28 

ctgctaccag ttctaatttg cc 22 

<210> 29 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "G3PDH 5' 
an artificially synthesized primer sequence. 

<400> 29 

gagattgttg ccatcaacga cc 22 

<210> 30 
<211> 22 
<212> DNA 

<213> Artificial Sequence 


ffitW^ 11-3085301 
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I 

<220> 

<223> Description of Artificial Sequence: "G3PDH 3' 
an artificially synthesized primer sequence. 

<400> 30 

gttgaagtcg caggagacaa cc 

<210> 31 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "h-B", 

an artificially synthesized primer sequence. 

<400> 31 

agaggtcact gtcgagctgg g 

<210> 32 
<211> 22 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: "h-D", 

an artificially synthesized primer sequence. 

<400> 32 

8 7 


/jf 3p. 10—313366 


tgtgaataat gaccttctgc ac 

<210> 33 
<211> 22 
<212> DNA 

<213> Artificial Sequence 


<220> 

<223> Description of Artificial Sequence: "h-A 


22 


an 


artificially synthesized primer sequence. 


<400> 33 

ttcagcaaca tccactcgga ga 

<210> 34 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "h-C", 

an artificially synthesized primer sequence. 

<400> 34 

aagcaagtgc agaaggtcat ta 

<210> 35 
<211> 22 
<212> DNA 


22 


22 


8 8 tUffi^ 1 1 - 3 0 8 5 3 0 1 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "h-F", 

an artificially synthesized primer sequence. 

<400> 35 

cattggtcgt tacccactgt gc 

<210> 36 
<211> 23 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: "PR01-E", 
an artificially synthesized primer sequence. 

<400> 36 

attctcaatg agtggtgggt tct 

<210> 37 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "PROl-D", 
an artificially synthesized primer sequence. 


22 


23 


8 9 ffiSESW 11-3085301 
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<400> 37 


ccagcacaca gcatattctt gg 


22 


<210> 38 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "hPR03-B", 
an artificially synthesized primer sequence. 

<400> 38 

ggaaacagct cctcggaata taagc 25 

<210> 39 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "hPR03-D", 
an artificially synthesized primer sequence. 


<400> 


39 


tggatgggct agttaagtcg ttggt 


25 


<210> 40 


1 1-3085301 
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I 

<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "hPR03-A", 
an artificially synthesized primer sequence. 

<400> 40 

ttcgagggaa gaactcggta ttc 

<210> 41 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "hPR03-C" , 
an artificially synthesized primer sequence. 

<400> 41 

tgtgaaaacg gatctgatga aagcg 

<210> 42 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

9 1 


25 


ffisIE#¥ 11-3085301 
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<223> Description of Artificial Sequence: "mPR03-B", 
an artificially synthesized primer sequence. 

<400> 42 

cacctactgc caggatctgt gg 

<210> 43 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "mPR03-D" , 
an artificially synthesized primer sequence. 

<400> 43 

ggctattttc tcaatccaca gggta 

<210> 44 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "mPR03-A", 
an artificially synthesized primer sequence. 

<400> 44 

atagagtggg aggaatgctt acaga 


4$ 5£ 10 — 3133 , 

I 

<210> 45 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: "mPR03-C, 
an artificially synthesized primer sequence. 

<400> 45 

gctacgatgc ttgccagggt g 21 


[01] 

V}* rjespec PRO-lj ©cDNAffi^Jfc J:tf7 ^ J MS^IS:^ El „ hU 

^>77^ y— fey >^n^r-iftSttSiJ^$:T«s-e^Lfe 0 ^uaj/ 

[02] 

V?* riespec PR0-2J <DcDNAf2?iJfc J: 7 ^ y&gB3ftJ£^t-0T-&5o bV 
[03] 

V?* TTespec PRO-lj , TTespec PR0-2J £<ktf^Btf>:/n^7--fe?</D7 ^. 

, ^-rsr^/^ti r.j T**Lfc 0 £fc h y ~?i/y?T x y--fe y >ynf 

[04] 


aifiE#^ 1 1-3085301 
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T^^W^©RT-PCRlC<fc-5 TTespec PRO-lj , TTespec PR0-2J cDNACDigipIfcg 
[05] 

Vtf* TTespec PRO-lj , TTespec PR0-2J -£*l£>0)X ^ ^>f ^> 

[06] 

RT-PCRIC <fc5-=7?* TTespec PRO-lj . TTespec PR0-2J ©JB»T©»^S:* 

1 ;iffK> 2 3 ; lKfJffi. 4 ;« 5 ;ft 6 ; 

j&ft 7 ; *ft4L 8 ; IPm> 9 ; ffft 1 0 ; 10-110 1 1 ; ^MtK ( 

MM) = 

[07] 

ifV^ny hJCfcSVtf* TTespec PRO-lj , TTespec PR0-2j (DMffiT* 

ybOD^fc^-Tc 1 ;7BE, 2;110&, 3 ; 15HE, 4 ; 17 BE, 5 ; 4> 
ft 6 ; ft 7 ; J* ft 8 ; ft 9 ; flTft 1 0 ; 1 1 : Wft 1 2 ; 

»*. 

[08] 

RT-PCRg?#rlCJ:£V^X TTespec PRO-lj , TTespec PR0-2j ©»J£T?(Z>$&3i 

1 : W/Wv No.l *ff«. 2 ; W/Wv No.2 3 ; W/Wv No. 

3 ft*. 4 ; £<&4B ftft 5 ; £|£80 fltj£> 6 ; ^«12H " »*. 7 ; £«1 
80 8 ; £&420 ft*. 9 ; 3*31. 10;)S# Iffft 1 1 ; SKW 

* (MM) - 
[09] 

fch TTespec PR0-2J 09cDNAfB#!£ <fc #7 £ J WtWM ^tSt'^Sc h V 7 
[01 o] 


9 4 
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v^aSJctft: b rjespec PR0-2J (2&^gg#J<£>J:bfc£;^-r0T*&£o 2ot 
[011] 

T^Xfcitftf TTespec PR0-2J ©7 ^ J ^I2#I0)J£&£^-t0T3 2 
[01 2] 

th rjespec PR0-2J (D^-feflcv y lf> ?*<Z>£&©PCR©&£:l|l£^-r01?&£ 

o 

[013] 

H h TTespec PR0-3J <D cDNAfg#J £ <fc Tf T ^ J WlWM ^^tET'feS, hU^ 
[014] 

TTespec PRO-lj TTespec PR0-3J ©&3£SB#J©ffiRie©Jfc«&*"*"H 

-C&£o &3SIB#J©ffiWH£H\ V?* TTespec PRO-lj lCfcV>Tt*£JMa 

V?* TTespec PR0-3J {C £ V^T »*&400bp©ESTffi«, lib TTespec P 
R0-3J lCfcVM:tellJ£#l9 ICfH^OigX b U >S?i>2/-RT-PCRT«t»Lfc»20 

[015] 

V>X TTespec PR0-3J ©cDNAffi^fe J:lfT ^ 7&ie#l£^i"0T-&5o bV 
[0 1 6] 

TTespec PR0-3J (m. Tespec PRO-3) fc«fctffc b TTespec PR0-3J (h 
. Tespec PRO-3) ©aHB!^J<Z)Jt«S^'rBI , r»*. 2 oT—gff 

[0 17] 

V?* TTespec PRO-3 j (m. Tespec PRO-3) fc: b TTespec PRO-3] (h 


9 5 
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Tespec PRO-3) ©7 ^ J MJ#Jtf>J£5Be£5^ 2ot'-|[t57^; 


ffifl4#¥ 11-3085301 
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[Hi] 


10 20 30 40 50 60 70 80 90 

CCT€CCTCAGTGTT6GAGCTCCCCATT€CTGAT6TGCAGGCAAGCC€ATGAAACGAT6GAAGGACAGAA6MCAGGCCT€TTGCTGCCA7 

MKRWKDRRTGLLLP L 

100 110 120 130 140 150 1 60 170 180 

TGGTCCTCCTGTTGmGGGGCATGTAGCTCACT^ 
VLLLFGACSSLAVVCGRRUSSRSQQLNNAS 

190 200 210 220 230 240 250 260 270 

CTGCTATC6TGGAAGGCAAACCT6CTTCT6CTATC€TG66AGGCAAACCTGCMACATm6GAGTTCCCaGGCATGT€GGGAnATGA 
A I VEGKPASA I VGGKPAN I LEFPVHVG INN 

280 290 300 310 320 330 340 350 360 

ATCATGGTA6TCAT(TrCT6TGGGGGATCTATT(rrCAAT6AGT6GTGGGTTCTATCTGCATCCCATTGCTTC6ACCAACTAAACAACTCTA 
HGSHLCGGSI LNEWWV L S A S H C FDQLNNSK 

370 380 390 400 41 0 420 430 440 450 

AATTG6AGATCATT&tTGGCACTGAAGA(£TCAGCACAAAGGGCATAAAGTATCAGAAA 

LEI IH6TE0LSTKG I KYQKVDKLFLHPKFD 

460 470 480 490 500 510 520 530 540 

ATGACTGGCTCCTGGACAACGACATAGCTTTGCTCTTGCTCAAATC^ 

DWLLDMJLI ALLLL KSPLNLSVHR I P 1 CTS E 

550 560 570 580 590 600 610 620 630 

AAATCTCT6ACATACAGGCATGGAGGAACT6CTG6GT6ACAGGATGGGGCATTACTAATACTAGTGAAAAAGGAGTCCAACCCACAATTC 
ISDIQAWRNCVVTGVG ITNTSEK6VQPTI L 

640 650 660 670 680 690 700 710 720 

TGCAGGCAGfCAAAGT6GATCTGTACAGATGGGATTG6T6TGGCTATATTTTGTC^ 

OAVKVDLYRWOWCGYI LSLLTKNMLCAGTQ 

730 740 750 760 770 780 790 800 810 

AAGATCCTGGGAA6GAT6CCTGCCAGGGCGACAGTGGAG6A6CTCTCGTTTGCAACAAAAAGA6AMCACAGCCATTTGGTA 

0 P 6 K D A C Q G P S G 6 A L V C NKKRNTAIVYQVG 

820 830 840 850 860 870 880 890 900 

GCATTGTCAGCTGGGGCATGGGCTGTG6CAAGAAGAATCTGCCAGGAGTATACACCAAGGTGTCACACTATGT6AGGTGGATCAGCAAGC 

1 VSW6HGCGKKNLPGVYTKVSHYVRW I SKQ 

910 920 930 940 950 960 970 980 990 

AGACAGCGMGGCGGGGAG6CCTTATATGTATGAGCAGMCTCTGCGTG 
TAKAGRPYHYEONSACPLVLSCRA I LFLYF 

1000 1010 1020 1030 1040 
TT6TMT6TnCTT(TrAACCTGATGATTAMCGTGAGACT6CC 
V H F L L T * 


[H2] 


11-3085301 


^sp. 10—313366 


m9O 30 40 50 60 70 80 90 

CCCACGCGtScGGTTGTaTcWtGGG^^ 


inn nn 120 1 30 140 150 160 1 70 180 

cactgctJaWc^ 

LLIIASICGQAKOQOESVLCfiHKrArrnoowu 

ion 900 210 220 230 240 250 260 270 

TGttATTGCGGGAGCTG^GAGG^^^ 

PLRELLEVQ HfiEFPWQV S I Q M L G K n L t» b o » 

9«n 290 300 310 320 330 340 350 360 

ccatcatSLggtgg^ 
i | h r w w v i t a a h c f p r t llelvavhv v » ■ 

„ n 380 390 400 410 420 430 440 450 

TGG6AATCAAGACTTTCAGTGACACCAACnAGAGAGAAAACAA6T6CAGAAGATCATTGCTM 

6IKTFS0TNLERKQVQK I lAHRDYRfruLii 

agti 470 480 490 500 510 520 530 540 

ACA6C6ACCTCT6CCT6CTCCTACTTGCCAC6CCAATCCAATTC 
S j_ LCLLLLATP I Q F N K D K M P ICLPHRtwftw 

c«i 570 580 590 600 610 620 630 

66GACCGG^G6A76?SgAGTGGGCATATACTCATGGCCATG6TTCAGCC^^ 

rah BSD 660 670 680 690 700 710 720 

ttcagat^ctggaggaIatgtgmaagagggtgactcagctctccaggaacm 

Q I SWRTCAKRVTQLS RN iLC AwKEVfii 

•ma 740 750 760 770 780 790 800 810 

agtgccaSgWagcg^^ 

n 6 D S 6 A P II V C AWWETR RLF QV6Vr5Wb 

iwn R30 840 850 860 870 880 890 900 

CrrCAG6ATWA66666AMCCA66CATTTTTGTGTCTGTG6CTC 
SGSRGRPGI FVSVAOFI PWI LEtlUKt""* 

om 020 930 940 950 960 970 980 990 

CCCTTGCMTCTCAAA66CCTCAAAM6TCTCTTG6CT^ 

LALSKASKSLLA6SP RY HP I LLSH65«ill 


1000 1010 1020 1030 
TGCTGCCATATTTTCTGATMXAAATCAAAnGCTAAGCT 
A A I F S 0 ITXS H C * 


[®3] 
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Tespec PRO-1 pep 
Tespec PR0-2 pep 
h. prostasin 
m. acrosin prec 
m- trypsin prec 


MKRWKDRRTG LLLPLVLLLF GACSSLAWVC GRRMSSRSQG 

H MLP LL I ALLMASK GQAKDOQ ESVLCGHRPA 

MAOKGVLGPG OLGAVA I LLY LGLLRSG T GAEGAEAPCG 

MVEM LPTVAVLV- LAVSWA — K DNTTCOGPCG 

MS ALL I- LALVGAA — V AFPVDDDD — 


LNNASA 1 VEG KPASAIVGGK 60 

FPNSSWL PLRELLEVO 47 

V APQA- -RITGGSSAV 52 

LRFRQNSQAG TRIVSGQSAO 50 

— K1VGGYTCR 31 


Tespec PRO-1 pep 
Tespec PRO-2 pep 
h. prostasin 
m. acros in prec 
m. trypsin prec 

Tespec PRO-1 pep 
Tespec PRO-2 pep 
h. prostasin 
m. acros i n prec 
m. trypsin prec 

Tespec PRO-1 pep 
Tespec PRO-2 pep 
h. prostas in 
m. acrosin prec 
m. trypsin prec 

Tespec PRO-1 pep 
Tespec PRO-2 pep 
h. prostasin 
m. acros i n prec 
m. trypsin prec 

Tespec PRO-1 pep 
Tespec PRO-2 pep 
h. prostasin 
m. acros in prec 
m. trypsin prec 


PAN I LEFPWH VGIMNHGS — 
HG EFPWO VS I QMLGK — 


-HLCGGS 
-HLCGGS 


ILNEWWV 
IHRWWV 


AG OWPWQ VSI-TYEG VHVCGGS LVSEOWV 

LG AWPWM VSLOIFTSHN SRRYHACGGS LLNSHWV 

ES svpyO VSL — NAG YHFCGGS LINDOWV 

. * * **** ..- **■•* •** 


(JHSEIB 


-LNNSKL 


FDO 

FPR TLLELVAVNV 

FPSEHHK EAYEVKLGAH 
FDNKKKV YDWRLVFGAQ 
YKYRIQ VRLGEH 


E 1 1 HGTEDLS TKG I KYQKVD KLFLHPKFDD WLLDN 
TWMGIKTFS DTNLERKOVO K 1 1 AHRDYKP PDLDS 

OLD SY SEDAKVSTLK DIIPHPSYLO EGSQG 

EIEYGRNKPV KEPQQERYVQ KIVIHEKYNV VTEGN 
NIN VL EGNEQFVDSA Kl IRHPNYNS WTLDN 


BIALL 
DLCLL 
B I AU- 
DI ALL 
giMLI 


LLKSPLNLSV 
LLATPIQFNK 
QLSRPITFSR 
KITPPVTCGN 
KLASPVTLNA 


NRIPICTSE- 
DKMPICLPQ- 
YIRPICLPAA 
FIGPCCLPHF 
RVASVPLP— 


*• • 


1SDIQAWRN- 
REN — SWDR- 
NASFPNGLH- 
KAGPPQ I PHT 
SSCAPAGTG- 


LTKNMLCAGT 
LSRNMLCAWK 
VOEDMVCAGY 
VTSTMVCAGY 
ITNNMIGVGF 


CWVTGWGITN 
CWMSEWAYTH 
CTVTGWGHVA 
CYVTGWGY I K 
CL I SGWGNTL 


TSEKGVQPT I -LQAVKVDLY RWDWCG Y ILSL 

GHGSAKGSNM HLKKLRWQ I SWRTCA K RVTQ 

PSVSLLTPKP -LQQLEVPLI SRETCNCLYN I DAKPEEPHF 

EKAPRPSP-V -LMEARVDL I DLDLCNSTQW YNGR 

SN-GVNNPDL -LQCVDAPVL POADCEA S YPGD 

* *• 


QDPGK im?5~P56g?Ol CNK KRNTAIWYQV 
EVGTN GKCQG~DSGAPMVCA- NWETRRLFOV 
VEGGK DACQ G~DSGGPLS CPV E — G-LWYLT 
PEGKI E)T CQG bSftGPCS CRD NVDS-PFWV 
LEGGKDSCQG DSGGPVvjCNG ELOG-I 


GIVSWGMGCG 
GVFSWGITSG 
G1VSWGDACG 
GITSWGVGCA 
— VSWGYGCA 


KKNLPGVYTK 
SRGRPG 1 FVS 
ARNRPGVYTL 
RAKRPGVYTA 
OPDAPGVYTK 
** — 


AKAGRPYMYE ONSACPLVLS C-R 

QREGRALALS KASKSLLAGS P-RYH- 


VSHYVRWISK OT 

I^YASWIOS KVT ELQ PRVVPGTQES ^PDSNLCGS HLA— FSS APAOGL 

SJKlS KIGPNALHU QPATPHPPTT RHPMVSFHPP SLRPPWYFQH LPSRPLYLRP 
VCNYVDWIQN Tl 


106 
94 
103 
107 
76 


165 
153 
158 
167 
129 


214 
201 
216 
219 
178 


274 
260 
273 
278 
231 


308 
296 
320 
338 
243 


— AIL- 
— PIL- 
LRPIL 


-FLYF 
-LSMG 
-FLPL 


LRPLLHRPSS TQTSSSLMPL LSPPTPAQPA SFT I ATQHMR HRTTLSFARR LQRL I EALKM 


Tespec PRO-1 pep 
Tespec PRO-2 pep 
h. prostasin 

m. acrosin prec ^ 

m. trypsin prec - ~~ 

Tespec PRO-1 pep ZZZZZ - -SDDKSNC 
Tespec PRO-2 pep ^ L$EH 

m. acrostn'prec R TYPMKHPSQ YSGPRNYHYR FSTFEPL SNK PSEPFLHS 
m. trypsin prec — ^ 


VMFL- 

SOIL LAAIF- 

GLALG — 


321 

312 
336 
398 
243 

321 
319 
343 
436 
246 
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ffiliEff^ 11-3085301 


( S$5£ 10 — 313366 

No9-P 



[05] 


4 


&fE4f ¥ 1 1-3085301 


ff§5^ 10 — 31336 


i-n 



Tespec MD-2 


2-1 2-IIa 



2-VI 


2-vn 


1-1 i-n l-m 


1-3V 
429 


poly A. 


Tespec PB&-1 

^ — ^^^^-^^ 


03 


Tespec PED-1 ; 1-1 ~ 1-H ~ l" 111 ~ ^ 

Tespec JBO-2 ; 2-1 - 2-IH ~ 2~3V 2Hf ~ MI - MEI 

Asp 

S«r is&m 


[06] 
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ffitE#¥ 11-3085301 



10-313366 


Tespec PR 0-2 ^JtW^T/T*- 
29 « 1T<09&(+) 


Tespec PRO-1 ftU^ =2 4 ^ - 
No9-A No9-B 


Tespec PRO-2 

i 


Tespec PRO-1 


poly A 


poly A 


1 23456789 10 11 1 23456789 10 11 



No9-A + No9-B 29(-) + 17(+)95(+) 

(Tespec PRO-1 ^6<J) (Tespec PRO-2 ftmtfy) 


1 23456789 10 11 



G3PDH 


[07] 


ajgE4f 3p 11-3085301 


#-q2. 10-3133 


Tespec PR0-1^n— ^ 

1 




poly k 


12 3 4 


(Kb) 
9.5 - 
7.5 - 

4.4 * 

2.4* 
1 . 35 * 


5 6 7 8 9101112 


1234 56789 101112 


Tespec PRO-1 Z?n— ~J 


Tespec PR0-2^P — ~$ 


CH8] 


7 


11-3085301 



#5jZ 10-313366 


23456789 10 11 123456789 1011 


No9-A + No9-B 29(-) + 17(+)95(+) 

(Tespec PR0-1 ^16!]) (Tespec PRO-2 4#Mfi<j) 


123456789 1011 



G3PDH 
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JfifiESf 5 ? 11-3085301 


Hft^L 10-3132 


10 20 30 40 50 60 70 80 90 

CTGTG6CTGGCATGnGTCAGCTCTGGCTGGAGGCAM6G^ 


100 110 120 130 140 150 160 170 180 

CCCX5TGCTTTTGGCACTCAAGGGACATGCCCAGGACMT 

PLLLALK6HAQDNPENVQCGHRPAFPNSSW 

190 200 210 220 230 240 250 260 270 

TTACCATTTCATGAAC66CTTCAAGTCCAGAATGGT6A6TGC<X6TG6CAAGTGA6TATCCAGAT6TCACGGAAACACCTCTGT6GAG6C 
LPFH ERLQVGNGECPWOVS I QHSRKHLCGG 

280 290 300 310 320 330 340 350 360 

TCAATCTTACATTGGTGGTGG6nCTGACAGCCGCACACTGCTTCC6AAGAACCCTATTAGACATG6CCGT6GTAAATGTCACTGTGGTC 
SI L H W W W V LTAAHC F RRTLLDMAVVNVTVV 

370 380 390 400 410 420 430 440 450 

ATGGGAACGA6AACATTCAGCAACATCCACTCGGAGA6AAAGCAAGTGW 

HGTRTFSN I HSERKQVQKV 1 IHKDYKPPQL 

460 470 480 490 500 510 520 530 540 

GACAGT6ACCTCTCTCTGCTT(TrACTTGCCACAWAGTGCAATTCAGCAATT7CMAATGCCTGTCTGCCTGCAGGA6GAGGAGA 
DSDLSLLLLATPVQFSHFKMPVCLQEEERT 

550 560 570 580 590 600 610 620 630 

TGGGACT6GTGTT6GATGGCACAGTGGGTAA(^CCAAT6GGTATGACCAATAT6ATGA(nTAAACATGCAWJTGGAAAAGCTGAGA6T6 
WOWCWiAQWVTTHGYDOYODLNHHLEKLRV 

640 650 660 670 680 690 700 710 720 

GTGCAGATTAGCCGGAAAGAATGT6CCAAGA6GGTAAACCAGCTGTCCAGGAACAT6ATTT^ 

VQ I S RKECAKRVHQLSRNI ICASNEP6T N J5_ 

730 740 750 760 770 780 790 800 810 

ATCTTCAAG6GAGACAGTGG6GCA(XTCT66TTTGTG(rrATT7ATGGAACCCAGA6ACTCTTCCAAGTG6GTGTC^ 
I F KC DS G A PLV CAI YGTQRLFQVGVFS6G I 

820 830 840 850 860 870 880 890 900 

A6ATCTGGCTCCAG6GGGAGACCTGGTATGTTTGTGTCT6TGGCTCAATTfATTCCAT6AAGCCAGGAGGAGACA6AAAAG^ 
RSGSRGRPGMFVSVAQFIP* 

910 920 930 940 950 960 970 980 990 

GCCTACACCATAATCTCAGGATCCACGA6AA6CCGAGM6CTCACTG6TG 

1000 1010 1020 1030 
MAT6CT6CT6G(XA(X5AT6TnACCGGT6ATAMCCTAACYRCW 


m i o] 


9 


aHI^ip 11-3085301 



4f 5p 10 — 313366 


h. Ttespec HO-2 
m.TtespadFBO-2 

h. Ttespec HO-2 
m.TtesgecHO-2 

h. Ttespec HO-2 
m.TtespecHO-2 

h. Ttespec HO-2 
m.TtespecHO-2 

h. Ttespec HO-2 
m.TtespecHO-2 

h. Ttespec HO-2 
m.TtespecHO-2 

h. Ttespec HO-2 
m.TtespecHO-2 

h. Ttespec HO-2 
m.TtespecHO-2 

h. Ttespec HO-2 
m.TtespecHO-2 

h. Ttespec HO-2 
m.TtespecHO-2 

h. Ttespec HO-2 
m.TtespecHO-2 

h. Ttespec HO-2 
m.TtespecHO-2 

h. Ttespec HO-2 
ra.TtespecHO-2 

h, Ttespec HO-2 
m.TtespecHO-2 

h. Ttespec HO-2 
m.TtesgpecHO-2 

h. Ttespec HO-2 
m.TtespecHO-2 

h. Ttespec HO-2 
m.TtespecHO-2 

h. Ttespec HO-2 
m.TtespecHO-2 


1 1] 


3C13G C ] 3C PQX2 A AQC IT 


0 MC-O30CA 


id?? 3KK ] T 0C K cotcta An C C C 3X3C a P] 1QQC ftCT 3»G9GftC? r 



QQQO^ C 2 CTOC 3 n ] X AAflCTC : ia 


T( IGT G30CWX ? J CTOC C EK X AAfldC ? D3 



XT] c? ? sac c«?MQ^^:aa:ro 

XT3 C?: 33C CM C R3DGTG A3D ] XC f IG QCAAGBSAGO 


ATOCBGZCK r CBC 9GAAACA CC3 C IGIQGA. Q9CT 
AIOCH3KKC TTC 3GAAACA. Od C K3TOGA. GGCT 


•J3GTG aiaaaiTcic 


PCP&.113CPC PCHXJTKX 3 i fiGAMZCIA TTW5 3 IQG 
PCMX tCCPC AJiUCTia: C C fiGAflOXTA TTBG? fiC K3G 


r TGICftCTGaX 
l TOICBCTQK 


GAAZ? MOT O&GMC f K 



3TOQ] : TTSGC : 3S A AG? &HilU ~ 
C3TOGG 1 3K3A TT9GC 3 33 G GftC KK3T9C 3 


1 A ftCCWCKIC CMGAfiCMIG ? riTUIUL-'ltP 
[ A □ CMC C IC (MGMCKIG I ITIUIULUT 


□C /3QC2CEW T 
KT C 39C&CC3U 2 


P03343CPG : 30QGC7OCC ; 3X3G0 C KHG < 


CiCl'J C Otffi TQQQIQICrr CM It 33G0C ABU 3K1 3C IOCAG3QG GAC ? 3C 3 3C T 


CAA6 TG3SD3ICIT CM 3 33QQC ABtf C3 K ? S C ? IQCBGQQG GftC I 3 ? X 2 


TC?? ;0C ?3G A3GAGM3 : & AZ ? 3GAG3C 3 
Tt C M a ] 3G A3GN30 : A Ai [ 3GM33C A 


AAGcfibtrs clLuJjl;i'i| 



. GCTCTG 


57 
57 

117 
116 

177 
176 

237 
236 

297 
296 

357 
356 

417 
416 

477 
476 

537 
536 

597 
596 

657 
656 

717 
716 


837 
836 

897 
896 

957 
948 

1Q17 
1008 

1035 
1034 


1 0 


ajf£^¥ 11-3085301 


10-3133 


h Tesnec PRO-2 pep MFQLLIPLLL AL KGHA OONPENVQCG HRPAFPNSSW LPFHERLOVQ NGECPWQVSI 56 

^1:^0 S£ pTp I-MLPLU ALU-ASKGQA KDQQESVLtt HRPAF PNSS * ^ELLEVJ HOE^S. 57 


h T««c PRO-2 pep OMSRKHLCGG S I LHWWWv CT~AAH^ rRRTU. DHAWNVTW KGTRTFSNIH SERK0VQKV1 116 

Zl OMLGKHLCGG SMHRm^T^PRTLL ELVAVNVTW ^.KTFSDTN LERKOVQKI I 117 

** ****** ** * ***** ***** **** ' ****** ** ***' ' ' 

. poo-2 oeo IHKDYKPPQL DSHlSLLLLA TPVQFSNFKM PVCLQEEERT WDWCHMAQWV TTNGYDQYDD 176 

^TsZoZtl Zl AHRDYKPPDL dIlCLLLLA TPI QFNKDKM PICLPQRENS WDRCWMSEWA YTHGHGSAKG 177 
* ***** * **** ***** **•**• ** *•** * ** * * * 


h. Tespec PRO-2 pep 
m. Tespec PRO-2 pep 


LNMHLBCLRV VOISRKECAK RVNQLSRNM I CASNEPGTffi 
SNMHLKKLRV VOISWRTCAK RVTQLSRNML CAWKEVGTN£ 


IFKGDSGAPL VC A I YGTQRL 236 
KCQGDSGAPM~VpAhlWETRRL 237 


**** 4c*** **** *********** ** ***** ****** *** * ** 


— 265 

^JZl Ztt Zl FQVGVFSffGI ^VA^'lF* ILEETQREGR ALALSKASKS LLAGSPRYHP 297 

1 1 1 1 1 i i ** ' ' i i * i ■ * 


h. Tespec PRO-2 pep FOVGVFSGGI RSGSRGRPGM FVSVAOFIP- 


h. Tespec PRO-2 pep ~ 

m. Tespec PRO-2 pep ILLSMGSOIL LAAIFSDOKS NC 


265 
319 


[01 2] 


1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 X Y d* M 



m 1 3] 


ffifiE^^- 11- 


3 0 8 5 3 0 1 


# 


10 — 313366 


10 20 30 40 50 60 70 80 90 

6GCCTCTGTCACCC^C6G6CCCACAGCACAGC^CAG6GCCATGCTCCTGTTCTCAGT6TTGCTGCTCCT6TCCCTGGTCAC6GGAACTCA 

HLLFSVLLLLSLVT6TQ 

100 110 120 130 140 150 1 60 170 180 

GCTCGGTCCACGGACTCCTCTCCCAGAGGCTGGAGTGGCTATCCTAGGCAG6GCTA6GGGAGCCCACCGCCCTCA6CCCCGTCATCCCCC 
LGPRTPLPEAGVAI LGRAR6AHRPQPRHPP 

190 200 210 220 230 240 250 260 270 

CAGCCCAGTCAGTGAAT6T6GTGACAGATCTATTTTCGAGGGAAGAACTCG6TATTCCA6AATCACAGG6GGGATGGAGGCGGA66T6GG 
SPVSEC60RS IFE6RTRYSRI TGGMEAEVG 

280 290 300 310 320 330 340 350 360 

TGAGTTTCCGTGGCAGGTGAGTATTCA6GCAA6AAGT6AACCTTTCT6TGGCGGCTCCATCCTCAACAAGTGGTGGATTCTCACT 
EFPWQVSIQARSEPFCGGSILNKWWI L T A A 


370 380 390 400 410 420 430 440 450 

TCACTGCTTATATTCC6AGGA6CTGTTTCCAGAAGAACT 
H C L YSEELFPEELSVVLGTNDLTSPSME I K 

460 470 480 490 500 510 520 530 540 

GGA6GTCGCCAGCATCATTCTTCACAMGACTTTMGAGAGCCAACATGGACAAT6ACATTGCCnGCTG(rrGCTGGCTTCGCCCATCAA 
EVASI ILHKDFKRANMDNDIALLLLASPI K 

550 560 570 580 590 600 610 620 630 

GCTC6ATGACCTGMG6TGCCCATCTGCCTCCCCACGCAGCCCGGCCCTGCCACATGGCGCGAAT6CTGGGT6GCA6GTTGG6GCCAGAC 
LODLKVP ICLPTQPGPATWRECWVA6W6QT 

640 650 660 670 680 690 700 71 0 720 

CMTGCTGCTGACAAAAACTCTGTGAAAACGGATCTGATGAM6CGCCAATGGTCATCAT66ACTGG6AGGAGTGTTCAMGATGTTTCC 
NAADKNSVKTDLNKAPMV I IIDVEECSKMFP 

730 740 750 760 770 780 790 800 810 

AAAACTTACCAAAAATATGCTGTGTGCCGGATACAAGAATGAGAGCTATGATGCCTGCAA6G6TGACAGTGGGG6GCCTCTGGTCTGCAC 
KLTKNULCAGYKNES Y DACKGDSGGPLV C T 

820 830 840 850 860 870 880 890 900 

CCCAGA6CCTGGTGAGAAGTGGTACCAGGTGGGCATCATCAGCT6GGGAAAGAGCTGTGGAGATAAGAACACCCCAGG6ATATACACCTC 
PEPGEKWYQVGI ISWGKSCGDKNTPG I YTS 

91 0 920 930 940 950 960 970 980 990 

GTTGGTGAACTACAACCTCT6GATCGAGAMGTGACCCAG(TrAGGAGGCAGGC^CTTCAATGCAGAGAAMGGA6GACTTCTGTCAAACA 
LVNYNLWI EKVTQLG6RPF NAEKRRTSVKQ 

1000 1010 1020 1030 1040 1050 1060 1070 1080 
GAAACCTAT6GGCTCCCCAGTCTCGGGAGTCCCAGAGCCA6GCAGCCCCAGATCCTGGCrrCCT6CTCTGTCCCCTGTCCCATG^ 
KPHGSPVSGVPEPGSPRSWLLLCPLSHVLF 

1090 1100 1110 1120 1130 
CAGA6CTATTTTGTACT6ATAATAA^TAGA6GCTATTCTTTC 
R A I L Y * 


[014] 


1 2 


ffilE*#¥ 11-3085301 


10 — 3133 


• 


( th Tespec PRO-l) 

* 
■ 

T 

V OX Tespec PRO-l 


t h Tespec PRO-3 
62% T 76% 


63% 


V Tespec PRO-3 
( V^X^imESTs) 


[El 5] 


10 20 30 40 50 60 70 80 90 

GTCAGCCTGGCCTCCAACACACAGCACAGCCAGAGCCATGATCCTGCCCTCCATCCTGCTACTTGTTGCCCACACCCTGGAAGCAAATGT 

M I LPS I LLLVAHTLEANV 

100 110 120 130 140 1 50 160 170 180 

TGAGTGTGGTGTGAGACCCCTGTATGATAGCAGAAnCAATACTaAGmCATAGAAG6GCAGGAGGCTGAGCTGGGTGAGmCCATG 
ECGVRPLYDSR IQYSRI I EGQEAELGEFPW 

190 200 210 220 230 240 250 260 270 

GCAGGTGAGCATTCAGGAAAGTGACCACCATTTCTGCGGCGGCTCCATTCTCAGTGAGT6GTGGATCCTCACCGTGGCCCACTGCTTCTA 
QVS I QESDHHFCGGSILSEWW I L T V A H C F Y 

280 290 300 310 320 330 340 350 360 

TGCTCAGGA6CTTTCCCCAACAGATCTCAGAGTCAGAGTGG6AACCAATGACTTAACTACTTCACCCGTGGAACTAGAGGTCACCACCAT 
AQELSPTOLRVRVGTNOLTTSPVELEVTT I 

370 380 390 400 410 420 430 440 450 

AATCCGGCACAMGGCTTTAAACGGCTGAACAT6GACAACGACATTG 
I RHKGFKRLNMDND IALLLLAKPLAFNELT 

460 470 480 490 500 510 520 530 540 

GGTGCCCATCTGCCTTW;TCTCTGGCCC6CCCCTCCCAGCT6GCACGAATGCTGGGTGGCAGGATGGGGCGTAACCAACTC^ 
VP ICLPLWPAPPSWHECWVAGWGVTNSTDK 

550 560 570 580 590 600 610 620 630 

GGAATCTATGTCAACGGATCTGATGAAGGTGCCCATGCGTATCATAGAGTG6GAGGAATGCTTACAGATGTTTCCCAGCCTCACCACAAA 
ESHSTDLHKVPMR I I EWEECLQWFPSLTTN 

640 650 660 670 680 690 700 710 720 
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